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Table S1.

qPCR primers used in this study

Mouse gene Primer sequence Length Mouse gene Primer sequence Length
bp htr5a R 5'-GGACCGTGAACACCATCT-3'

gapdh F 5'-TCCCACTCTTCCACCTTCGATGC-3' 247 htrso F 5'~ACAAAGCCGCCAAATTTC-3 106

gapdh R 5'-GGGTCTGGGATGGAAATTGTGAGG-3' htr5b R 5'~GTGAACACCATCTCAGACT -3/

runx1 F 5'-GCCTCTCTGCAGAACTTTCC-3 88 htr6 F 5'-TCCTGCTGAGCATGTTCT-3 95

runx1 R 5'-GACGGCAGAGTAGGGAACTG-3' htr6 R 5'~ATCGAAGAGACCTGGAGAG-3’

gfilF 5/ TCCGAGTTCGAGGACTTTTG-3’ 122 htr7 F 5'-CTTCTTCTGCAACGTCTTC-3’ 102

gfilR 5'-CATGCATAGGGCTTGAAAGG-3' htr7 R 5'-CTGGTGATCCCAAGGTAC-3

toh1 F 5'~AACAAAGACCATTCCTCCGAAAG-3’ 19 bim F 5'-CGACAGTCTCAGGAGGAACC-3 195

tph1 R 5'-TGTAACAGGCTCACATGATTCTC-3" bim R 5'-CCTTCTCCATACCAGACGGA-3/

tph2 F 5 -GTGACCCTGAATCCGCCTG-3’ 123 fasl F 5'-TCCGTGAGTTCACCAACCAAA-3’ 120

tph2 R 5'-GGTGCCGTACATGAGGACT-3” fasl R 5'-GGGGGTTCCCTGTTAAATGGG- 3/

htriaF 5/ CTTCCGAATCCGCAAGAC-3' 102 gli1F 5'-CCAAGCCAACTTTATGTCAGGG-3’ 130

htriaR 5/ -TGACCATTCAGGCTCTTCT-3’ glitR 5'-AGCCCGCTTCTTTGTTAATTTGA-3’

htr1b F 5/ _GCCGCATCTATGTGGAAG-3" 118 ptch1F 5'-AAAGAACTGCGGCAAGTTTTTG-3’ 164

htrib R 5'-GTGACCGAGGATGTGGAT -3/ ptch1R 5'-CTTCTCCTATCTTCTGACGGGT -3

htr1d F 5'-CTAGAACGCAAGAGGATCT-3/ 18 nkx2-2 5'-CCTCCAATACTCCCTGCA-3' 109

htr1d R 5'-GGAGGACCAATGATACTACA-3' nkx2-2 R 5'~-GGTCTCCTTGTCATTGTCC-3/

htrifF 5'-CAAGCGAGTCGGATGATAA- 3’ 120 Imx10 F 5'~GAGTTCGTGCTCAAGGAG-3' 120

htr1fR 5 -TGATGGATCGGACAAGGA-3’ Imx1b R 5'-TCCATCTTCATCCTCACTCT-3’

htr2a F 5/'-CCGCTTCAACTCCAGAAC-3’ 100 pet1F 5'-CCGTCGGAGATGGTCTTT-3’ 114

htr2a R 5/ -ATCCTGTAGCCCGAAGAC-3’ pet1 R 5'-GCAGCTCCAGGAGAAACT-3"

htr2b F 5 _CCTTGGCGATAGCAGATT-3" 14 erk1F 5'-GGAGGTGGAGGTGGTGAAG-3’ 176

htr2b R 5/ ATAACCAGGCAGGACACA-3’ erk1 R 5'-TGCGCTGACAGTAGGTTTGA-3

htr2cF 5'-CATTGCTGATATGCTGGTG-3’ 96 erk2 f 5'-CTCCTGCTGAACACCACT -3 100

htr2c R 5'-GGGCACAAATATCTAGGTAAAG-3' erkzR 5'-CGTACTCTGTCAAGAACCCT-3

htr3a F 5 _TACTCAGTCTTCCTCATCATC-3’ 106 cycDTF 5'-GCGTACCCTGACACCAATCTC-3’ 183

htr3a R 5/ -TTATCACTAGCAGAGCCATG-3’ cycD1R 5'-CTCCTCTTCGCACTTCTGCTC-3’

htr3bF 5'~GGCTATACGGTCTTCAGG-3' nz cycD2 F 5'~ACCTCCCGCAGTGTTCCTATT-3" 93

hir3o R 5'~GGATAAACTGAGAACCAAGAG-3” cycD2 R 5'~CACAGACCTCTAGCATCCAGG-3”

htr4 ¥ 5'~GGAACAACATCGGCATAGT -3’ 12 cycETF 5'~GTGGCTCCGACCTTTCAGTC-3" 101

htrd R 5'~ACAGAGCAGGTGATAGCA-3' cycETR 5'-CACAGTCTTGTCAATCTTGGCA-3’

htrsa F 5'~GCTCCAGGAAGACCAACA-3' 90

Abbreviations used: F, forward; R, reverse.

Tables S2 and S3 are available as Excel files. Table S2 contains a gene list including several DEGs enriched in the GO analysis
in the AGM of tph2*/* and tph2*/~ embryos. Table S3 contains the genes that are only up-regulated in tph2~/~ embryos com-
pared with tph2** embryos but not up-regulated in tph2*~ embryos and enriched in the GO analysis.
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