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Table S1.  qPCR primers used in this study

Mouse gene Primer sequence Length

bp
gapdh F 5′-TCC​CAC​TCT​TCC​ACC​TTC​GAT​GC-3′ 247

gapdh R 5′-GGG​TCT​GGG​ATG​GAA​ATT​GTG​AGG-3′
runx1 F 5′-GCC​TCT​CTG​CAG​AAC​TTT​CC-3′ 88

runx1 R 5′-GAC​GGC​AGA​GTA​GGG​AAC​TG-3′
gfi1 F 5′-TCC​GAG​TTC​GAG​GAC​TTT​TG-3′ 122

gfi1 R 5′-CAT​GCA​TAG​GGC​TTG​AAA​GG-3′
tph1 F 5′-AAC​AAA​GAC​CAT​TCC​TCC​GAA​AG-3′ 119

tph1 R 5′-TGT​AAC​AGG​CTC​ACA​TGA​TTC​TC-3′
tph2 F 5′-GTG​ACC​CTG​AAT​CCG​CCTG-3′ 123

tph2 R 5′-GGT​GCC​GTA​CAT​GAG​GACT-3′
htr1a F 5′-CTT​CCG​AAT​CCG​CAA​GAC-3′ 102

htr1a R 5′-TGA​CCA​TTC​AGG​CTC​TTCT-3′
htr1b F 5′-GCC​GCA​TCT​ATG​TGG​AAG-3′ 118

htr1b R 5′-GTG​ACC​GAG​GAT​GTG​GAT-3′
htr1d F 5′-CTA​GAA​CGC​AAG​AGG​ATCT-3′ 118

htr1d R 5′-GGA​GGA​CCA​ATG​ATA​CTA​CA-3′
htr1f F 5′-CAA​GCG​AGT​CGG​ATG​ATAA-3′ 120

htr1f R 5′-TGA​TGG​ATC​GGA​CAA​GGA-3′
htr2a F 5′-CCG​CTT​CAA​CTC​CAG​AAC-3′ 100

htr2a R 5′-ATC​CTG​TAG​CCC​GAA​GAC-3′
htr2b F 5′-CCT​TGG​CGA​TAG​CAG​ATT-3′ 114

htr2b R 5′-ATA​ACC​AGG​CAG​GAC​ACA-3′
htr2c F 5′-CAT​TGC​TGA​TAT​GCT​GGTG-3′ 96

htr2c R 5′-GGG​CAC​AAA​TAT​CTA​GGT​AAAG-3′
htr3a F 5′-TAC​TCA​GTC​TTC​CTC​ATC​ATC-3′ 106

htr3a R 5′-TTA​TCA​CTA​GCA​GAG​CCA​TG-3′
htr3b F 5′-GGC​TAT​ACG​GTC​TTC​AGG-3′ 117

htr3b R 5′-GGA​TAA​ACT​GAG​AAC​CAA​GAG-3′
htr4 F 5′-GGA​ACA​ACA​TCG​GCA​TAGT-3′ 112

htr4 R 5′-ACA​GAG​CAG​GTG​ATA​GCA-3′
htr5a F 5′-GCT​CCA​GGA​AGA​CCA​ACA-3′ 90

Mouse gene Primer sequence Length

htr5a R 5′-GGA​CCG​TGA​ACA​CCA​TCT-3′
htr5b F 5′-ACA​AAG​CCG​CCA​AAT​TTC-3′ 106

htr5b R 5′-GTG​AAC​ACC​ATC​TCA​GACT-3′
htr6 F 5′-TCC​TGC​TGA​GCA​TGT​TCT-3′ 95

htr6 R 5′-ATC​GAA​GAG​ACC​TGG​AGAG-3′
htr7 F 5′-CTT​CTT​CTG​CAA​CGT​CTTC-3′ 102

htr7 R 5′-CTG​GTG​ATC​CCA​AGG​TAC-3′
bim F 5′-CGA​CAG​TCT​CAG​GAG​GAA​CC-3′ 195

bim R 5′-CCT​TCT​CCA​TAC​CAG​ACG​GA-3′
fasl F 5′-TCC​GTG​AGT​TCA​CCA​ACC​AAA-3′ 120

fasl R 5′-GGG​GGT​TCC​CTG​TTA​AAT​GGG-3′
gli1 F 5′-CCA​AGC​CAA​CTT​TAT​GTC​AGGG-3′ 130

gli1 R 5′-AGC​CCG​CTT​CTT​TGT​TAA​TTT​GA-3′
ptch1 F 5′-AAA​GAA​CTG​CGG​CAA​GTT​TTTG-3′ 164

ptch1 R 5′-CTT​CTC​CTA​TCT​TCT​GAC​GGGT-3′
nkx2-2 F 5′-CCT​CCA​ATA​CTC​CCT​GCA-3′ 109

nkx2-2 R 5′-GGT​CTC​CTT​GTC​ATT​GTCC-3′
lmx1b F 5′-GAG​TTC​GTG​CTC​AAG​GAG-3′ 120

lmx1b R 5′-TCC​ATC​TTC​ATC​CTC​ACT​CT-3′
pet1 F 5′-CCG​TCG​GAG​ATG​GTC​TTT-3′ 114

pet1 R 5′-GCA​GCT​CCA​GGA​GAA​ACT-3′
erk1 F 5′-GGA​GGT​GGA​GGT​GGT​GAAG-3′ 176

erk1 R 5′-TGC​GCT​GAC​AGT​AGG​TTT​GA-3′
erk2 F 5′-CTC​CTG​CTG​AAC​ACC​ACT-3′ 100

erk2 R 5′-CGT​ACT​CTG​TCA​AGA​ACC​CT-3′
cycD1 F 5′-GCG​TAC​CCT​GAC​ACC​AAT​CTC-3′ 183

cycD1 R 5′-CTC​CTC​TTC​GCA​CTT​CTG​CTC-3′

cycD2 F 5′-ACC​TCC​CGC​AGT​GTT​CCT​ATT-3′ 93

cycD2 R 5′-CAC​AGA​CCT​CTA​GCA​TCC​AGG-3′
cycE1 F 5′-GTG​GCT​CCG​ACC​TTT​CAG​TC-3′ 101

cycE1 R 5′-CAC​AGT​CTT​GTC​AAT​CTT​GGCA-3′

Abbreviations used: F, forward; R, reverse.

Tables S2 and S3 are available as Excel files. Table S2 contains a gene list including several DEGs enriched in the GO analysis 
in the AGM of tph2+/+ and tph2+/− embryos. Table S3 contains the genes that are only up-regulated in tph2−/− embryos com-
pared with tph2+/+ embryos but not up-regulated in tph2+/− embryos and enriched in the GO analysis.


