SUPPLEMENTAL MATERIAL

Westphal et al., https://doi.org/10.1084/jem.20141461

Table S1. Primer combinations and corresponding TagMan probes (Universal Probe Library ID numbers; Roche) utilized for quantitative re-

al-time PCR
Gene Species Left primer (5'=3") Right primer (5'=3’) Universal Probe Library
(Probe 1D)
Lyst Mouse GAAGACCGTTACGTTGACACAT ATCCTCTCGAGCTCCCTTG 101
Tnf Mouse CTGTAGCCCACGTCGTAGC TTGAGATCCATGCCGTTG 78
Ifnb1 Mouse CACAGCCCTCTCCATCAACTA CATTTCCGAATGTTCGTCCT 78
TIr3 Mouse GATACAGGGATTGCACCCATA TCCCCCAAAGGAGTACATTAGA 26
Tir4 Mouse GGACTCTGATCATGGCACTG CTGATCCATGCATTGGTAGGT 51
Hprt Mouse TCCTCCTCAGACCGCTTTT CCTGGTTCATCATCGCTAATC 95
IFNB1 Human CGACACTGTTCGTGTTGTCA GAAGCACAACAGGAGAGCAA 25
L8 Human AGACAGCAGAGCACACAAGC AGGAAGGCTGCCAAGAGAG 72
HPRT1 Human CGAGCAAGACGTTCAGTCCT TGACCTTGATTTATTTTGCATACC 73

Table S2.  List of oligonucleotides related to CRISPR/Cas9-mediated genome editing

Primer

Application

Sequence (5'-3")

Human LYST target 49B forward
Human LYST target 49B reverse
Human LYST target 49T forward
Human LYST target 49T reverse
Human LYST-206084 forward
Human LYST-206764 reverse

sgRNA cloning
sgRNA cloning
sgRNA cloning
sgRNA cloning
PCR and sequencing
PCR and sequencing

caccgACACTTATCAGTATACTGTA
2aacTACAGTATACTGATAAGTGTc
caccgAGACGGAACCTGCATCATAT
2aacATATGATGCAGGTTCCGTCTc
AGACCATTTGAGTCACTTTGGTT
AATGCGCTGTTAGAGCACCA

Primer sequences: uppercase indicates sequences derived from the LYST gene, and lowercase indicates bases added for cloning.
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