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Table S1. Primer combinations and corresponding taqMan probes (universal Probe Library Id numbers; roche) utilized for quantitative re-
al-time Pcr

Gene Species Left primer (5′–3′) Right primer (5′–3′) Universal Probe Library 
(Probe ID)

Lyst Mouse       GAA GAC CGT TAC GTT GAC ACAT     ATC CTC TCG AGC TCC CTTG          101

Tnf Mouse       CTG TAG CCC ACG TCG TAGC     TTG AGA TCC ATG CCG TTG          78

Ifnb1 Mouse       CAC AGC CCT CTC CAT CAA CTA     CAT TTC CGA ATG TTC GTC CT          78

Tlr3 Mouse       GAT ACA GGG ATT GCA CCC ATA     TCC CCC AAA GGA GTA CAT TAGA          26

Tlr4 Mouse       GGA CTC TGA TCA TGG CAC TG     CTG ATC CAT GCA TTG GTA GGT          51

Hprt Mouse       TCC TCC TCA GAC CGC TTTT     CCT GGT TCA TCA TCG CTA ATC          95

IFNB1 Human       CGA CAC TGT TCG TGT TGT CA     GAA GCA CAA CAG GAG AGC AA          25

IL8 Human       AGA CAG CAG AGC ACA CAA GC     AGG AAG GCT GCC AAG AGAG          72

HPRT1 Human       CGA GCA AGA CGT TCA GTC CT     TGA CCT TGA TTT ATT TTG CAT ACC          73

Table S2. List of oligonucleotides related to crI SPr/cas9-mediated genome editing

Primer Application Sequence (5′–3′)

Human LYST target 49B forward        sgRNA cloning            caccgACA CTT ATC AGT ATA CTG TA
Human LYST target 49B reverse        sgRNA cloning            aaacTAC AGT ATA CTG ATA AGT GTc
Human LYST target 49T forward        sgRNA cloning            caccgAGA CGG AAC CTG CAT CAT AT
Human LYST target 49T reverse        sgRNA cloning            aaacATA TGA TGC AGG TTC CGT CTc
Human LYST-206084 forward        PCR and sequencing            AGA CCA TTT GAG TCA CTT TGG TT
Human LYST-206764 reverse        PCR and sequencing            AAT GCG CTG TTA GAG CAC CA

Primer sequences: uppercase indicates sequences derived from the LYST gene, and lowercase indicates bases added for cloning.


