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Table S1. Primer sequences for QPCR

Gene name Forward primer (5'—3’) Reverse primer (5'—3')
Pax5 GCTGGACAGGGCAGCTACTC TGTAGGGACTTCCAGAAAATTCAT
) Bclé AGGTCGTGGAGAACAATATGC GAGAAGAGGAAGGTGCTGAG
(o) Prdm1 ACATACATAGTGAACGACCAC ACTTACCACGCCAATAACC
oy Xbpls CTGAGTCCGAATCAGGTGCAG GTCCATGGGAAGATGTTCTGG
(3) Rpl7 TCAACAAGGCTTCAATTAACAT CAATCAAGGAATTATCTGTCAA
oy

All primers were designed using Beacon Designer.

Table S2. Primer sequences for ChIP

Site Positions Forward primer (5'—3’) Reverse primer (5'—3’)

GASL1 —1,720 to —1,646 AGGAGGCTGGATTTC G AAACCCGAATGAACAATTCTTAAG
GASL2 —596 to —469 GCATGAGAGGCAGGGACAACA TTTCTCCTGCTAACTGAATACATTCA
Exon 7 2,211 t0 2,353 ACCTTCGATTGCATTCTGG CCAGTGTCACAAGAGCTAC
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