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Figure S1. Flow cytometric serial selection, identification, and subsequent separation (sorting) of human peripheral blood inflammatory ver-
sus patrolling monocytes.�(A)�Side�and�forward�scatter�gating/selection�of�viable�cells.�(B)�Identification�(and�exclusion)�of�CD56hi�NK�cells�(black).�(C)�Iden-
tification�(and�selection/sorting)�of�CD56�CD16lo�CD14hi�inflammatory�monocytes�(red),�and�CD56�CD16hi�CD14var�atypical/patrolling�monocytes�(cyan).�
All�quantitative�data�are�displayed�as�mean�±�SEM�(n�=�4).�Data�are�from�two�independent�experiments,�each�with�two�mice�per�treatment�group.
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Figure S2. mH+ ions detected in trypsin digests by lCmS.�THP-1�cells�were�stimulated�with�50�ng/ml�CCL2�for�10�min�at�37°C,�followed�by�lysis,�
GTP�loading�with�100�µM�GTPS�for�10�min,�affinity�precipitation�by�PBD�pulldown,�and�using�Coomassie�staining�to�identify�Rac-associated�bands.�A�
226�kD�protein�was�in-gel�trypsin-digested,�and�eluted�peptides�were�run�on�LCMS�by�the�Yale�Keck�Proteomic�Core�Facility.�The�table�displays�the�peptide�
sequence,�m/z,�ion�mass,�and�charge�of�top�50�(by�score)�Myh9�peptide�species�identified�by�mass�spectrometry.�Data�are�from�two�independent�experi-
ments,�each�with�two�treatment�groups.


