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Figure S1.
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CLUSTAL 2.1 multiple sequence alignment
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SRM signal

SRM analysis of 1gG subclass distribution. (A) Sequence alignment comparing the different human IgG subclasses. Peptides that were

P01859 | IGHG2_HUMAN  ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGV
P01861|IGHG4 HUMAN  ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGV
P01857 | IGHG1 _HUMAN  ASTKESWNIISS TSGGTAALGCLVKDYFPEPVTVSWNSGALTSGV
P01860 | IGHG3_HUMAN  ASTKGPSVFPLAPCSRSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGV
dkkkkhkhkkdhhhkd hghkhk  dhkkkhkkhhkkhhhkhdhhdhhhhhhhhhdksk
P01859 | IGHG2_HUMAN  HTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVER
P01861|IGHG4_HUMAN  HTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVES
P01857 | IGHG1 _HUMAN  HTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVE-
P01860 | IGHG3_HUMAN  HTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYTCNVNHKPSNTKVDKRVEL
hhkdkkhhhdhhhhhhhhhhhhhhhhh shhkghkk dhhkkghhkkhkhkkhkhkkdx %%
P01859 | IGHG2_HUMAN
P01861 | IGHG4_HUMAN
P01857 | IGHG1_ HUMAN PKSC
P01860|IGHG3_HUMAN  KTPLGDTTHTCPRCPEPKE NIy PEPK g gusy PEPTE
P01859 | IGHG2_HUMAN  KCCVECPPCPAPPVAG-PSVFLFPPKPKINMEISRTPEVTCVVVDVSHED
P01861|IGHG4_HUMAN  KYGPPCPSCPAPEFLGGPSVFLFPPKPKRIRSRTPEVTCVVVDVSQED
P01857 | IGHG1_HUMAN  DKTHTCPPCPAPELLGGPSVFLFPPKPKNBMEITPEVTCVVVDVSHED
P01860 | IGHG3_HUMAN [PREEEOSICPAPELLGGPSVFLFPPKPKINREISNTPEVTCVVVDVSHED
. *k kkkk * ******************************:**
P01859 | IGHG2_HUMAN  PEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQODWLNGKEYK
P01861|IGHG4_HUMAN  PEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYK
P01857 | IGHG1_HUMAN  PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
P01860 | IGHG3_HUMAN  PEVQFKWYVDGVEVHNAKTKPREEQYNSTFRVVSVLTVLHQODWLNGKEYK
dhkkghghhhhhdhhdhdhhhhdhdhhhdhdhhohhhghhhhhhhhghhkkkkhkkdx
P01859 | IGHG2_HUMAN  CKVSNKENZNGEINT I SKTKGQPREPQVYTLPPSREEMTKNOOINNSIR)
P01861|IGHG4_HUMAN  CKVSNKEWEEIMMAT I SKAKGQPREPQVYTLPPSQEEMTKONSNIGRGS
P01857|IGHG1 HUMAN  CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNOSNNGRGY
P01860 | IGHG3_HUMAN  CKVSNKALPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNOWINeIR
dhkhkdhdhk dhhg dhhhkkkhkghhhhhhhhhhhhhhhkgohkghhhkhkkkhhkhx
P01859 | IGHG2_HUMAN  GFYPSDISVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQG
P01861|IGHG4_HUMAN  GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEG
P01857 | IGHG1_HUMAN  GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOG
P01860 | IGHG3_HUMAN  GFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQG
khdkkdkkkghhdhhdk dhkdkhhhkohhhhohhhhhhhhkhkghkkhkkkkkgx
P01859 | IGHG2_HUMAN  NVFSCSVMHEALHNHYTQKSLSLSPGK 326 HigG1 MigG4a
P01861|IGHG4_HUMAN  NVFSCSVMHEALHNHYTQKSLSLSLGK 327 =g 9
P01857|IGHGL HUMAN  NVFSCSVMHEALHNHYTOKSLSLSPGK 330 M IgG2 I9G1
P01860 | IGHG3 HUMAN  NIFSCSVMHEALHNRFTQKSLSLSPGK 377 IgG3
dghhhhhdhhhdhhhdhgohhhhhhdhdk %%k
Peptide Specificty Specificty UniProtKB accession no MH+ light MH+ heavy
GPSVFPLAPSSK  IgG1 P01857 1187.65 1195.67
GLPAPIEK 19G2 P01859 825.49 833.51
SCDTPPPCPR 1gG3 P01860 1187.51 1197.51
GLPSSIEK 1gG4 P01861 831.47 839.48
DTLMISR 19G1,2,3,4 P01857, P01859, P01860, P0O1861 836.44 846.45
NQVSLTCLVK 19G1,2,3,4 P01857, P01859, P01860, P01861 1162.64 1170.65
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selected for identification using SRM analysis are highlighted with the indicated colors. (B) Table of selected peptides for SRM analysis of IgG subclasses.
Bold amino acids are isotopically labeled residues of heavy peptides. Cysteines (underlined) are carbamidomethylated. MH+ is the mass of precursor ions

of either unlabeled (light) or labeled (heavy) peptides. (C) Signal to dose curve for the selected AQUA-IgG peptides with linear regression values listed in
the legend. This information was used in all the SRM-IgG experiments to add the AQUA peptides at a concentration within their linear dynamic range..
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Figure S2. Heat map over bacteria-bound complement system molecules from SRM adsorption experiments. Data are represented as mean
values from eight independent adsorption experiments. The heat map was constructed by comparing values between plasma and saliva conditions for
each row. All values <500 was considered to be difficult to separate from background noise and were set to 0. Sample peptides were prepared as de-

scribed in the Materials and methods.
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Table S1. 119G levels in saliva and plasma

saliva Plasma
(ng/ml) (ng/ml)
1gG1 0.23 (0.05-0.72) 4,470 (1,810-8,030)
lgG2 0.16 (0.03-0.42) 3,130 (1,090-4,970)
19G3 0.07 (0.02-0.23) 1,770 (380-3,880)
9G4 0.01 (0.01-0.03) 280 (45-510)
total 1gG 0.47 (0.13-1.39) 9.660 (3,790-14,310)

SRM determination of IgG levels in paired saliva and plasma samples from five
individuals. Data are represented as mean values including the range of all
measurements. Sample peptides were prepared as described in the Materials and
methods.

Supplemental text

Patient history. A 31-yr-old woman presented at the Department of Infectious Diseases, Skines University Hospital, Lund, Sweden with a 36-h long history
of high fever, chills, and profuse vomiting. She had seropositive rheumatoid arthritis and insulin-dependent diabetes mellitus and medicated with Prednisolone,
Methotrexate, and Enbrel (TNF blocker). Her husband and two children had all suffered from milder upper respiratory tract infections in the preceding weeks,
but the patient had had no such symptoms. The day before she fell ill she had been working in her garden, and afterward felt pain in her right thigh. At admis-
sion she was dehydrated, had a temperature of 39.5°C, pulse of 120 beats/minute, respiratory rate of 22 breaths per minute, and blood pressure of 120/70
mmHg. Routine physical examination was normal except for a tender, well-demarcated 7 X 5-cm erythema on the right ventral thigh. There were no sur-
rounding wounds or hematoma. Strep A test was positive from a throat swab. Laboratory investigation revealed elevated levels of white blood cells (21 X 107/
L), C-reactive protein (CRP; 645 mg/liter), Prothrombin time (INR; 1.4), and Creatinine (157 pmol/liter). Liver function tests, aPTT (activated partial
thromboplastin time), and platelet count were normal. After obtaining two aerobic and two anaerobic blood cultures (BacT/Alert; Biomérieux) as well as a
throat and urinary culture, the patient received 2 g Cefotaxime (Pc-allergy) and 600 mg Clindamycin intravenously. 5 h later, a blood sample and a tissue scrap
from the throat was taken for electron microscopy. The surgeons were contacted, the patient was operated on 12 h after admittance, and the operation showed
necrotizing fasciitis in the right thigh. Blood and urine cultures turned out negative. S. pyogenes (Emm1) was isolated from the throat culture taken before anti-
biotics, and in perioperative wound fluid cultures from the necrotic tissue in the thigh collected after two doses of antibiotics. Samples for electron microscopy
were also collected during the operation. The patient fully recovered and was released to her home after 9 d of hospital care.
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