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D10Mit103 TATGCCGACAATATTTCATTGC GCCTCTGCATACATACCAATACC
D10Mitl4 AGAGGGGACAAGGAGAGACC AAGGTTTGGGTTCAGTTCCC
D10Mit20 CACCCTCACACAGATATGCG GCATTGGGAAGTCCATGAGT
D10Mit207 TTTAAGCAAAACACCCATACACA TCTGAGGGTACCTGTAGTCATGC
D10Mit213 CTCCTCCTACTGATTGTCCCC GGGACAAACTTTTAAAAATTGCA
D10Mit230 AGATAGCCTAGGGGGTGCAT ATCAGTTTCCAATCGCTGCT
D10Mit233 GTGCTTTATATTGGAGATCATCACA GTCCCGAATTTCACATACATAGC
D10Mit31 CATAAGGAGCACAGGCATGA CCCTCTACGTGCATGCTGTA
D10Mit38 CGATGAGCCCTAACACCAAT CCTGTTACAAACTAAACCAAACCC
D10Mit86 TTTGCCTGTAACAAGCCAGA TTGAGGCTATCAGTTTAAAATCCC
D10Mit95 CCAGCCTAGAAAACCAAGCA ACAGTGCTTCCGGAAAAATG
D11Mit143 TTTATATTTTCAGGCTGTTCAGAGG AACCTCTTTGCACACAAGAACA
D11Mit186 AAAACACATTTACATGCATGGTG TGTGTGCACTTAAGCCCTGA
D11Mit189 ACCATGTAATCCGATGCCAT AGATGAATGTAATTGACCTACTTCCA
D11Mit2 TCCCAGAGGTCTCCAAGACA CCACAGTGTGTGATGTCTTC
D11Mit285 CATGAATCCATCACCAGCAG TTTTTCAGTCATGCAGGCAG
D11Mit326 CTATGGCAGGCACATGACTG TTAAAAGTGGTTTCAGGTGTGTATG
D11Mit333 CATGTGGTTATTTTCTAGCCCC AGGCATCAATAACTATTTTTCAGTG
D11Mit4 CAGTGGGTCATCAGTACAGCA AAGCCAGCCCAGTCTTCATA
D11Mit54 AGGCTGGTGGCTAGTGTCC AAGTCTTGCGCTGCATCTTT
D11Mit7l  GCCATACCTGGTAGCGTGTT AATTTTCAGATGTAGCCATAAGCC
D11Mit86 TTGACATTGTGACAAAGACTTTCA AAGGCATCATGAGGTTTTTAGTG
D12Mitll  TATTAAAAGGCAATGGGAGGG TTGACTTCAGAGTGATTTCCAGG
D12MIt143 CCCTATGCATGTACATTGTGAA CGTGGGCATTTATCTTTCCT
D12Mit158 CATTGGGCAATGGAATTTG ATGAGAGAAAACCAGAAACAAAGG
D12Mit182 GTACATACAATACATCACACAAACGG GGCAAGAAAACAGACCAATAGG
D12Mit285 GCCTCTTTCTAAATTTTTATGTTGTT GTCTGTCTGTCTGTCTTTTTCACA
D12Mit59 AGTGAAATTCAGAGCACAAAAGC ACCCTATATCTCCATGGTACGTG
D12Mit7 CCGGGGATCTAAAACTACAT TCTAATCTCAGCCCAATGGT
D12Mit91 GATTCAAGACAAGACTCCTGCA CGCCCCCTCATGTTTTATC
D13Mit151 ACAAATTAAAGACAAAATGTCTGCA TGTGCACACCAGCATACAAA
D13Mitl9 GGTGAGTTGTGTAATGATGGACA AGCAACAGGGCTACTAAACACA
D13Mit213 GCCTGAAACTCTACATAAAATACATCC AGTTTCATTGCTTTAGTTACATTTTCA
D13Mit275 TTAGCAAGGGAACAGAGAGAGG CAATCAAGGTATCCCTGTCTCC
D13Mit56 CCTGTAACTCCAGATCCTGAGG CAGTTGACCGAAATAGTCATTCC
D13Mit78 ACAGCACGGGTTTATCATCC TATGCCTGCCAGGCTTCTAT
D13Mit88 ACTGATGGCTCATGAGACCC AAAATTAATAGGAACTGCAAGGG
D14Mit126 CCTGTCCCACAACACCTTTT TATACATATGGGTAGCACTGAGTGG
D14Mit127 AAACTTTACCTACCAGTGTCAAGTTAG GTGTTGAACAACTCTATGTCTGTCTG
D14Mitl70 TGTGTATGATTGTGTGGGGG AGAAAGCAAACTTGCAAATATTCA
D14Mitl74 ACTGCAGAGTCCACACAAGTG TCTGAGCCACTATGCCTGG
D14Mit263 TGAGCACAGAGCCTATGTGG ACAGAGAAATACCATGAAAACACC
D14Mitd0 TCCCGGGGATCAGTAAAATAT CAAGGTGGCCTCTGACTTTC
D14Mit44  AGTCACACCTGTAGAGTAAGCACA GCTACTGCCTCGGTTTGTG
D14Mitd8 TTTCTAGCCCTGACCCCC TCTGTTCACTCTGTGTAATTCTCC
D14Mits CACATGAACAGAGGGGCAG GTCATGAAGTGCCCACCTTT
D14Mit60 AGGCTGCCCATAAAAGGG GTTTGTGCTAATGTTCTCATCTGG
D15Mit107 CAACACTTATACACTTGTGTCAGGG TCATGGTTGGAACAGCAGAC
D15Mit159 CACAGGCATACATAGAAATGTGC CAACTTGTCAGGGTCTACTGAGG
D15Mit242 GGTATACACACACACAATTTCAAGG GAAAATAGTACCACAGAAGTTTGGG
D15Mit252 CTTCAAACATGTTATCATTGTCACA CTTCTGTATTCACAGGTGCTCG
D15Mit262 TTTATTAAAGCCAAACAGAGATTGC AACATTGTATTTGGGTCATTGTG
D15Mit67 AGCTTCAACAGTGAAACATAGCC CTGCTGTGTGCACTTATGCA
D15Mit70 CATTGAGGGTTTGTAGGTTGG ACCCCTGCAAGTTGTCTTTG
D15Mit80 TGAAGTCATCTTTCAATTTTCTCC CGAAGATGCCTGCCAAATAT
D16Mit101 TTATGAAATGTTTTATCTTTTGGGG CTCCAGATGTAGAAATTAAAATCTTGG
D16Mit131 TGGTGGTGGTGTTGATGGTA AAGACCATTTCTAATAAACAACACCC
D16Mit153 CCTTCCAGGACCACAAAGAA GAAAGAACTAGGAATGGAGAAAAGG
D16Mit189 ACAGTGTTTGTTTGTTTGTTTGTG CAGTACAGGAAGTCTTTGCATCC
D16Mit52 ACACATGTGCAAGCCTAACC TTATCCCTGGAATCTGGGG
D16Mit60  AAATGGTCAGCCCTGAAGC TGCCTCACCCTTTGAAGTGT
D16Mit86 TAATGTGGCAAGCAACCAAA GCATGTTTCCATGTGTCTGG
D17Mitl TGCTTGAAATCCTGGGTTCA TGCAAAAATGTATGTGCCTG
D17Mit143 GCTTTCTTGAAGACGTGGGA CACAGGATGCTTGTAAGCACA
D17Mit180 AGACACTGTCTAAAAACACAAGATGG TTGTGTTCATATGCATGTGTGC
D17Mit20 AGAACAGGACACCGGACATC TCATAAGTAGGCACACCAATGC
D17Mit245 TGTGCTCTGGCTAGGGAGTT CACATTCATATGTACACACACATGC
D17Mit39 CCTCTGAGGAGTAACCAAGCC CACAGAGTTCTACCTCCAACCC
D17Mit51 TCTGCCCTGTAACAGGAGCT CTTCTGGAATCAGAGGATCCC
D17Mit81 CAATCTATCTCATATGCATCTCTGTG GTCTGGTGCACCTGTCCTC
D18Mitl2 TTGTCAGTTTCTTGTGAGGGG TGTTTAATAAGCCTTTTCCTGAGG
D18Mit177 CTGTAGTTTATCAGTTCACCCTGTG TGTGCTGTTAAACAAATATCTCTGG
D18Mit186 AAGTGTTGGGCAAAGGCTAA CTTTAGTATAGTGTGCATGAGTGTGA
D18Mit194 CCACCACATAAGGGAGGAAA GTTTGTTGTTGTTCTATTTTCAAACA
D18Mit208 GACACATTTATGAGTCAGTCAGCC TGTGAACCCAGGTCATGTGT
D18Mit222 AATCCAAGATTGACATGTGGC CTTAGATGCCCTGTCTTAAAAAAA
D18Mit48 TTGCACTCACAGGGCACAT TCAGAGTTTCCAGAAGACACCA
D18Mit64 TCAGATTCACTGCTAAGTCTTTTC AGCAAGAAAAGCAGGTGAGG
D19Mit103 CCCATGTCCTTTGTTTCCC GAAGCGCTATCACTGGATCC
D19Mit26  TTGTTACACAGCAAAATCCTGC TTGAGGAGTAAGGCAAAAAAGG
D19Mit28 TCTTCATGCCCAAAAGAGCT GCATCCTGAATCTCCTGCC
D19Mit33 CCTTTTCAAGAGCATCCTTAAA GGTGGGACTTGAGAGATGCA
D19Mit6 ATTAGTAAACTGACTCCCATGCG CTCATGAGTCCCCTGGGTTA
D19Mit68 CCAATACAAATCAGACTCAATAGTCG AGGGTCTCCCCATCTTCCTA
D19Mit88 AACAGTGCAACTTTGGAGGC TCATTGGAACTGTCTTAACAGTGC
D19Mit90 GTGGGAATCAATTTTAGTATGAACA GGATGCTTGATATCATGTACATACA
D1Mit132 TATTGTTTATGGAAATTGGACCC CATCTCTGAAGGAAAAAGTGCA
D1Mit159 TCTGGGGCCACTATGAGATC TCACAATCAGAAAATATTATGAGACTC
DiMitl69 CGCTGACTGCTACTTTATTATATTCC TCTGATTTACTGTCAATCAAGAGACC
D1Mitl17 GTGTCTGCCTTTGCACCTTT CTGCTGTCTTTCCATCCACA
D1Mit206 TGAGGCACCTTTGTATTCAGC CCAGATGTCTTTGAACATTCTCC
DiMit21 CGCTGGACAATCTTATAATTGCA TCGAATCCCAACAACCACAT
DiMit215 GGAGCAGAGTGTGAGAAGGG CCAGTGTGAGCCCATTCC

DiMit292 GAACTGGAGGTTTGCTACTGC GGACATTGTTATCTCAGTTTTCTTC
D1Mit308 GAGGCTATGAGTCAAATGGACC TTTATGAGGTGCTGAGATGCA
DiMit41l GGAAACTGGAAAAGGGGGTA TAGCATTGCTCTTTGGTTTCTG
D1Mit430 TATTAATGTTGAAGCCAGAAGCC CTTTAATCATCTCTGTGGCAAGG
D1Mit495 CCACCTTGCTCCAAAAGAAA TCTGAGAGGCTGCCACAATA
D1Mit60 GGTTTCTGCACTCAGATTTGC TGCTCTCCTTTCTTCAAAGAAG
D2Mitl CTTTTTCGTATGTGGTGGGG AACATTGGGCCTCTATGCAC
D2Mit100 GTGTTCCTAAGGTTGTATTTTGGC GAAATTTGACAATTGCTAGGTGC
D2Mit113 CTCACGTGAGGGTCATGAGA CTTCTCTACCTTCCTCAGAAGCC
D2Mit148 GTTCTCTGATCTACGGGCATG TTCACTTCTACAAGTTCTACAAGTTCC
D2Mit285 TCAATCCCTGTCTGTGGTAGG TATGACACTTACAAGGTTTTTGGTG
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D2Mit327 TAGGGGATCTGATGCCTCTG GCCCATTGAGCACTTTTGAT
D2Mit365 GAGATCCCACTGATGATACAAGC AGATGTGCCCAAGGGTCC
D2Mit395 AGGTCAGCCTGGACTATATGG AGCATCCATGGGATAATGGT
D2Mit404 GATGGTGATGATGATGATGATG GACGCGCACAGGAAATAGAT
D2Mit411 ACACTCACAACTACGAGATAAAGCC AGGTCATTAGGGCTGTCTTCC
D2Mit61 AAAGTCAACTGCTTTCAGTTACCC CACAGAAGTGCCCTTGCATA
D3Mit147 TCTGCCTCTGTTAGATAGATATCCG TTGTTCATCTATCCTCTGAAGTTCC
D3Mit200 CAACTTCAGTTTCTCATTTGAATTG GCAAATGGAAGAGGTTTCTCC
D3Mit203 CTGAATCCTTATGTCCACTGAGG GGGCACCTGCATTCATGT

D3Mit256 TACATTGCTTTTTGCTTTGAGTG GTCGAATGTTATCAGAATTTGCA
D3Mit311 CGCCTGGTGGTAGTGGTG CAGTGACTTAAGTACCCTTGACTCC
D3Mit320 AATGAAATCTCACGAGAGGCA AAGCCAGGAGCAGAGTCAAG
D3Mit352 CGCAAAAGGCAGAGGTAAGT TGCTTGCCTCTCTCCACC

D3Mit51 GGCACTGATAGCAGGCCTAG TCTCTTCTGGTATTTCCTTCCG248
D3Mit57 TCCAGTTACTTGGTGAACTCCA ATATGTGTACATGTTCATGGTGTG
D4Mit17 TGGCCAACCTCTGTGCTTCC ACAGTTGTCCTCTGACATCC
D4Mitl70 TTCCATCGAGTGACTTGATCC CAGAGTGGCTGTCATCTGGA
D4Mit18 AATTAGCCCGGAGCTTGATT GCTTCCATACATTTGCTTTTCC
D4Mit196 TTGACTGGTCTTATATATCTCTATCCC TATATTAAATGCTAACTGCTAAGCACA
D4Mit203 GAATTCTTCCTGGGCCTTTC CAAGAGCCCAGGTGTGGTAT
D4Mit251 AAAAATCGTTCTTTGACTTCTACATG TTTAAAAGGGTTTCTTTATCCTGTG
D4Mit256 CTGGAGAGTTAGAATGGGGTACC CAACAGAGGCGCTTCCTAAC
D4Mit268 TAATCTGATCCAAACACTAAATCAGA GCAGCCTTATGGAAACTTTCA
D4Mit308 TATGGATCCACTCTCCAGAAA CAAAGTCTCCTCCAAGGCTG
D4Mit348 ACCAAACTTGAGTTCTATGTAAGAACA TGCTTACATATCAAAACAATACAGACA
D5Mit10 CGAGAAGTTGGAAAGACCCA GGCACCCATGCCTCTATG

D5Mit146 TTAAATCTGAAGGTGTGGCTATAGC GAGATTGCAAGTAAAGTGAGAGAGG
D5MIt158 AAAGACGCTGAGGAGTCACTG CAGGAGACCTTGTAATAAAGGAAA
D5Mit201 GAGGACTCCTTCGATTTCCC TTCCTAAGCAGGAACTGACCA
D5Mit309 TAGAGCCTATTTCAAACCCCC GTTGCATCCATAGCAAGCAA
D5Mit352 CCCAGAGCCCACATCAAG TAGGTGGGTGTGTCTCTCCC
D5Mit425 TCGCCTTTCTTTCCCTCC AAAATTACATTTGCATCTGGGG
D5Mit95 TGTTCTTGTCCATGTCTGATCC AACCAAAGCATGAAACAGCC
D5Mit98 TCCTTCATTTTATCTTCTGCCC TGAATTCACTCTCGCACCTG
D6Mit100 CTTGAGTAGGTCTCAGTGCGG CACATGCACACACAGAAGCA
D6Mit116 ACATTTCTTTGTGAGGTTCCTTG CAGGTTTTTTGAAAGACACTCTTG
D6Mit123 GGAAGGAGCAGGTCCAATAC CTCCCAACCACCAAGACCTA
D6Mit138 GCTCTTATTAATGAAGAAGAAGGAGG CAAAGAAAGCATTTCAAGACTGC
D6Mit14 ATGCAGAAACATGAGTGGGG CACAAGGCCTGATGACCTCT
D6Mit209 CTCCCCCTCTGTGTGATTGT TTATTACACCAGACCCATGTGG
D6Mit284 GGCTGCTGAGAAACAACCTC TGAGTATTGAGCCAAATCCTCC
D6Mit36 ACCATCTGCATGGACTCACA GTTGAAGAGGACGACCAAGTG
D6Mit374 TTCTGGCTCTTAACAGTCTGTCC TACATATGCCAATGATATTCTCCC
D6Mit86 GACCAAACCAGAAGCCCCT GGAATGTAGCCCTAAGTTGGA
D7Mit101 TACAGTGTGAACATGTAGGGGTG TCCCAACATGGATGTGCTAA
D7Mit109 TCAACACCAGGAAGTCTCTTCA CCTCCATCTCCCATCCAATA
D7Mit145 CAGGTGACCTTGGTCATGG AGAGCCCAGGGGTTTTAAGA
D7Mit147 CCCCATTTTACATCTCCTTAAGG CTTTTGTTTTTATTTGTATTTGCACG
D7Mit200 TGACAATCTGAGTTTTACCCCC GCTTGAGTGTGTGCACCTGT
D7Mit21 GGGTTGAACCTTACAGGGGT ATCAAACCAGCCCAAGTGAC
D7Mit216 CTGCAGGATGAACAGATGAGA CACAAGGAAACTGAAACCAGG
D7Mit223 ATGCACATGAGTGTGTGTATGC TCCTGTGTCTGACGCTCATC
D7Mit228 ATTCTTGGCCTTTTCTTGTAACA AAACCTCCACACTGACTTCCA
D7Mit233 TGAATTCACACACATGTGCG TGAATGCAGATTCCTTCATCC
D7Mit246 CACACAAAGCCGCAGTTCTA TTGTTACGTGGCCTAGATTGG
D7Mit248 AATCAGGCAACTCAGGCACT TCCTTAGGTCTCCAGTGAAAGC
D7Mit253 TGTGGGTGCAACCAAATG TTTGGTGATATAGATACTAGGTGTGTG
D7Mit255 CCATTTTTTTTTTCTGACTGGC GGTGATCTTTCCAGCCTCAA
D7Mit259 CCCCTCCTCCTGACCTCTT GTCTCCATGGGAACCACACT
D7Mit276 CTGGGAGGAATGTTCTCCAA AATGCCCAGTGTAGAAGAAACC
D7Mit294 TAGTGGGAAAGAGAGAAACAATCC TAATGTTTAATCTTGTCGTCTTAGTGG
D7Mit301 CTGTGAAGTATGCTTTCTCTTACACA TGCTTTGCAGATGGCTCTAC
D7Mit321 TTTAACTAAAAAGTTCTTTTGCATTTG ATGTCCTCTGACCTCCACATG
D7Mit323 TTTCACCTTCTAATCCTACTTCCTG TGTCCAGAACAGGAAATAGAGTACC
D7Mit326 ATGCAATGTAGAGTTTGATGAGATG TAAAAATGTGTCATTCAGCATTTG
D7Mit328 GGCAACCACATAAAGTTTTTACA CCACCATCTCCTGCTTTTTT
D7Mit330 AAAACTGAACACACACATACCACA ATACATGCACATCCATGACTCC
D7Mit350 TCTGCATCTCACTGTCCCAG ATCTACAAATGAGTTTCTAAGGACTGC
D7Mit44 TTCTGGCCTCTGTGAAGTAGTG GTGAAACCATGGTGCAGATG
D7Mit62 CACTGTATGCAAAATTCTCAAAGA TAGGATGACCTCTATATGTCTGCC
D7Mit83 GGGAGTTGTCATGGGCAG TAACCAAAAACCTATGCTATCAGA
D7MIt98 CGCCATAGAACAGATTTGATACC ATGGGTCTCAGATATCCCACC
D8Mit112 ATATCAGGCATGCATTATGATCC TCTCTCTAGTGGGATTATCAACACA
D8MIT124 CAACTGTGTATCATAAACTGGGAA GAAGAATCACTCAGCAGTGTATGG
D8Mit155 TTGGACAGGGAAAATTCTGC TGAGGACTTGCTTTAAGAGTACTCC
D8Mit178 AAAATCAACTGTTTACATTTGAGCC AGAGCACGCAGTGTGTATGC
D8Mit211 CAGAACACTGTCCTGAAAAGTCC TACCCACAAACCTGTATTTAAATTAA
D8Mit289 AAAAAGAAAAGAAGGCTTAGTAATGTG CTTGCTATTCATTGCAAAATTCC
D8Mit292 AGTCAAGGCATTTAAAATTAACTGG CTGGGTTTGCTAGTGAAAGATG
D8Mit339 ACCTATGGTACACACACATCGC CAAACATTTTTAGGCATTTAGATCC
D8Mit45 GAACAGGACCAATAAAATGAAAGC CTACCTTACCAAACTTCCCGG
D8Mit46 GCCTGGGCTACATGAGACTC GGGAATTCCAATACACTAAAGGG
D8Mit47 AAGATGTGCTTACTCTGACTTCCC GGATCTATCCACATGTGGTGC
D8Mit49 TCTGTGCATGGCTGTGTATG TGGTGTGCTGCTGATGCT

D8Mit63 TCTGGAACACAGTCCAATTCC ATATGTGTGAGGGTTTTACCGG
D8Mit92 CTCAGGCTATCTTGGACATGC TGGCTCACATCTGTGCTTTC
DIMit129 TTGTCTTTTAACCTCCTGGAGC TCCCATCTTTCTCCTTGTGG
DOMit151 TGGTCAAGGTGTGGTATCGA AAAACTCAGCATCCAATGGG

D9Mit2 GTGGTCTGCCCTCTTCACAT CAAAGCCAGTCCAACTCCAA
D9Mit201 CCTGCAAGCCAACTACATGA GCAAAAATGAAGTTCAAAAGGG
D9Mit250 CCCAAAAACCTATTTGCAGTG GTGACATGATTCCTTCAGTCTTACC
D9Mit285 CAAATACATTGCTGATTATATCAGAGA GGACTCTAGATCTCATCAGGGA
D9Mit336 AAGTGGTTCACAGAAATGTATACAGG TTTTCTTTCTGTGGTAAAGGGG
D9Mit347 CCTCCACATGTGCACTGCT CTGTCCATCTATCATCTATCTGTCTG
D9Mit355 CTCATTCACTTCCTGGTCCTG GAAGGAAAGCCCACACTTTG
D9Mit90 AGGAGTCTCCCTGTACCTACACC AAGTAGAGGGGAGGAATGAACC
DOMit97 TCTCACTACTGCCTGCCAGA TAGATTTCTCAGGCAAGGAAGC
DXMit121 GGACCCCAGTTCTTTCTTACATA GTAAAACTGGGGGAATGGCTTAG
DXMit132 GTTAGGATTGCTGGTTGCGT TCAACTCAACTGCAACATACCC
DXMitl72 TACCACAGTTTGAATAAAGATGTGTG GAAGAAACCATGACTCCTCTTTG
DXMit216 ATTTGGAACAGCAGCGTTG TGTTTACACAATCTATCCAGTTACAGC
DXMit223 TTGGTTTGGGGTTTTTTTTG ATTCCTGATAATGTCTTCTGGACA
DXMit64  AATATGTAAGGACAGCCTTCTCAG AGAGGAGAGACAGGTCCAGGA
DXMit81  GAGGAGCATCAACCTTCTCG GAGGTGGGGAGAAACAGAGG




