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Table S1. List of intronic or synonymous JAK1 changes identified in the study
Exon Nucleotide substitution Amino acid
1 —50A>T?
+118G>C
+165C>T
+194A>G
2 +21A>G
+57AT
3 228C>T8 Asn76
4 414C>T? Tyr138
5 546A>G? Gly182
579T>C? Ala193
6 +39C>T
7 —27C>T
8 —25G>A
+49G>A
9 +84A>T
10 —38C>T
—7C>T
1590C>T |1e530
13 —9C>T
1977C>T Arg659
+92C>T
14 2049C>T Ser683
15 2199A>G Pro733
20 2877G>C Leu959
21 3078A>G Lys1026
3096G>A Lys1032
23 —49T>C
24 —141A>G

2Position referred to the A of the ATG start codon.



Table S2. Differentially expressed genes in JAK1 mutation—positive versus —negative adult subjects with T-ALL

Probe set GenBank Gene ID Gene Chromoso GO annotation P value Fold
symbol me change
location
204439_at NM_006820 10964 IFl44L 1p31.1 Immune response 0.000302 13.99
207677_s_at NM_013416 4689 NCF4 22q13.1 Immune response 4.52E-06 10.17
205147_x_at NM_000631 4689 NCF4 22q13.1 Immune response 1.49 E-06 9.38
202531_at NM_002198 3659 IRF1 5031.1 Immune response 2.83E-05 7.04
205483_s_at NM_005101 9636 ISG15 1p36.33 Immune response 0.000132 6.796259
212775_at Al978623 23363 0BSL1 2035 Unknown 4.78 E-06 6.73
202086_at NM_002462 4599 MX1 21022.3 Immune response 0.00011 5.328979
1555630_a_at AF327350 83871 RAB34 17911.2 Small GTPase-mediated signal 0.000381 5.01698
transduction
208436_s_at NM_004030 3665 IRF7 11p15.5 Immune response 0.000209 502
238725_at AW392551 Unknown Unknown Unknown Unknown 0.000667 4.86
228617_at AA142842 54739 BIRC4BP 17p13.2 Unknown 7.12E-05 4.731248
224710_at AF327350 83871 RAB34 17911.2 Small GTPase-mediated signal 0.000274 4.681032
transduction
203505_at AF285167 19 ABCA1 9931.1 Lipid metabolism 9.91E-07 4.594248
227697_at Al244908 9021 SOCS3 17¢25.3 Immune response 0.0006 4.38
203882_at NM_006084 10379 ISGF3G 14911.2 Immune response 451E-06 434215
238365_s_at Al638342 339541 MGC33556 1p34.1 Unknown 2.56E-05 4.29
1559263_s_at BG397809 340152 ZC3H12D 6025.1 Unknown 0.000198 403
227609_at AAB33203 94240 EPSTI 13913.3 Unknown 2.30E-05 3.865121
38671_at AB014520 23129 PLXND1 3g21.3 Development 2.48E-05 3.81
210439_at AB023135 29851 1COS 233 Immune response 4.79E-05 3.76
212235_at AL575403 23129 PLXND1 30213 Development 5.26E-05 3.62
206133_at AA142842 54739 BIRC4BP 17p13.2 Unknown 8.15E-05 3.590951
227336_at NM_017523 1840 DTX1 12g24.13 Notch signaling pathway 0.000784 3.547231
218986_s_at NM_017631 55601 FLJ20035 4q32.3 Unknown 0.000983 3.48366
214453_s_at BE049439 10561 IFl44 1p31.1 Immune response 0.000349 3.39
203504_s_at NM_005502 19 ABCA1 9g31.1 Lipid metabolism 8.36E-05 3.38
244050_at Alg04932 401494 PTPLAD2 9p21.3 Unknown 3.72E-05 333
200923_at NM_005567 3959 LGALS3BP 17925 Cell adhesion 0.000202 3.28
235643_at BE886225 219285 SAMD9L 7921.2-921.3 Unknown 0.000779 3.186075
212776_s_at Al978623 23363 0BSL1 235 Unknown 0.004127 3.14
228116_at AW167298 441552 Unknown Unknown Unknown 0.000191 3.13
228708_at BF438386 5874 RAB27B 18g21.2 Small GTPase-mediated signal 0.000327 3.102189
transduction
219383_at NM_024841 79899 FU14213 11p13-p12 Unknown 0.000536 3.033726
202861 _at NM_002616 5187 PER1 17p13.1-17p12 Regulation of transcription, DNA 0.000976 3.016825
dependent
214059_at BE049439 10561 IFl44 1p31.1 Immune response 1.99E-05 296
218928_s_at NM_018964 54020 SLC37A1 21022.3 Transport 4.48E-05 295
59375_at AlB25877 80022 MYO15B 17925.1 ATP synthesis-coupled proton 0.000546 2.83
transport
219173_at NM_024957 80022 MYO15B 179251 ATP synthesis coupled proton 0.000832 272
transport
201641_at NM_004335 684 BST2 19p13.2 Cell proliferation 0.000316 2.68
228152_s_at AK023743 91351 FLU31033 4q32.3 Unknown 0.0007 2.590295
226068_at BF593625 6850 SYK 9q22 Signal transduction 0.000832 2.58
203281_s_at NM_003335 7318 UBE1L 3p21 Ubiquitin cycle 1.74E-05 2.55
214366_s_at AA995910 240 ALOX5 10g11.2 Electron transport 0.000529 2.536541
218543_s_at NM_022750 64761 PARP12 7934 Protein amino acid ADP-ribosylation 6.00E-05 251
213294 _at AV755522 253635 Unknown Unknown Unknown 8.85E-05 2.51
201601_x_at NM_003641 8519 IFITM1 11p15.5 Immune response 0.000728 24
217983_s_at NM_003730 8635 RNASET2 6027 RNA catabolism 0.000364 239
203927_at NM_004556 4794 NFKBIE 6p21.1 Apoptosis 0.000613 238
214022_s_at AA749101 8519 IFITM1 11p15.5 Immune response 0.000451 2.36
221875_x_at AW514210 3134 HLA-F 6p21.3 Antigen presentation 0.000618 233
217984 _at NM_003730 8635 RNASET2 6q27 RNA catabolism 5.27E-05 2.32



223600_s_at
202934 _at

212203_x_at
1294_at
238509_at

224701 _at

207614_s_at

205418_at
209269_s_at
1556643_at
204806_x_at
218322_s_at
218019_s_at
202864 _s_at

202771 _at
203627_at
225929 _s_at
227574 _at
201819_at
211323_s_at
242463_x_at

1552256_a_at
225861 _at
217914 _at
210571_s_at
225883_at
219452_at
224473 _x_at

202104_s_at
222487 _s_at
222756_s_at
213411 _at
200752_s_at
233880_at
228410_at
207131_x_at
202100_at
209919_x_at
635_s_at
217891 _at
225272_at
223313_s_at
208284 _x_at
241899 _at
209522_s_at
203595_s_at
225874 _at
215749_s_at
203412_at
201556_s_at
224191_x_at
215161 _at
216349_at
206197_at
216752_at

AL136867
Al761561

BF338947
113852
Al628926

AA056548

NM_003592

NM_002005
AW450910
AK055623
NM_018950
NM_016234
NM_021941
NM_003113

NM_014745
Alg30698
AA233374
BF446688
NM_005505
138019
Al620827

NM_005505
AWO001250
NM_017901
AF074480
AK024423
NM_022355
BC006212

NM_003119
BC003667
BC003636
AW242701
NM_005186
AL161961
AA495984
NM_013430
BG169673
120490
142374
NM_022744
AA128261
BC001207
NM_013421
AA524418
BC000723
N47725
BE382898
AK001574
NM_006767
BC002737
AF303889
AWO016039
AL136527
NM_003551
AK025026

80726
3099

10410
7318
8454

54625

8454

2242
6850
93343
3134
51703
8566
6672

9780
3480
57674
23363
949
3708
162966

949
84331
53373
8418
89849
64174
84445

6687
51065
408
53616
823
57674
139716
2678
5899
2678
5526
64755
112483
653210
2678
6583
1384
24138
124402
64689
8216
6844
54763
57172
341651
8382
30849

KIAA1683
HK2

IFITM3
UBE1L
cutt

PARP14

cut

FES

SYK
L0C93343
HLA-F
ACSL5
PDXK
SP100

FAM38A
IGF1R
C170rf27
0BSL1
SCARB1
ITPR1
ZNF600

SCARB1
C16orf14
TPCN1
CMAH
ATG16L2
DPEP2
LZTS2

SPG7
RPS27L
ARRB1
Unknown
CAPN1
C170rf27
GAB3
GGT1
RALB
GGT1
PPP2R5B
C160rf58
SAT2
MAGED4
GGT1
L0C553103
CRAT
IFITS
FAM100A
GORASP1
LZTR1
VAMP2
ROPN1
CAMK1G
LOC341651
NME5
PIK3R4

19p13.1
2p13

11p15.5
3p21
7936.1

3921.1

7q36.1

15026.1

9g22
19p13.11
6p21.3
10925.1-925.2
219223
2q37.1

16024.3
15026.3
17025.3
2q35
12024.31
3p26-p25
19013.41

12924.31
16p13.3
12924.13
6p21.32
119134
16922.1
10924

16024.3
15022.2
11913
Unknown
11913
179253
Xq28
22q11.23
2cen-q13
22911.23
11912.-913
16p11.2
17p13.1
Xp11.22
22q11.23
Unknown
9934
10023.31
16p13.3
3p22-p21.33
22q11.21
17p13.1
3921.1
1932-g41
13q14.11
5g31
3q22.1

Unknown

Regulation of progression through
cell cycle

Immune response

Ubiquitin cycle

Negative regulation of cell
proliferation

Regulation of transcription, DNA-
dependent

Negative regulation of cell
proliferation

Protein amino acid phosphorylation
Signal transduction

Unknown

Antigen presentation

Lipid metabolism

Unknown

Regulation of transcription, DNA-
dependent

Unknown

Insulin receptor signaling pathway
Unknown

Unknown

Cholesterol metabolism

Signal transduction

Regulation of transcription, DNA-
dependent

Cholesterol metabolism

Unknown

lon transport

Unknown

Unknown

Proteolysis

Negative regulation of progression
through cell cycle

Regulation of cell adhesion
Protein biosynthesis

Signal transduction

Unknown

Proteolysis

Ubiquitin cycle

Unknown

Amino acid metabolism

Signal transduction

Amino acid metabolism

Signal transduction

Unknown

Unknown

Unknown

Amino acid metabolism

Unknown

Lipid metabolism

Immune response

Unknown

Protein transport

Morphogenesis

Vesicle-mediated transport
Signal transduction

Protein amino acid phosphorylation
Unknown

Antiapoptosis

Protein amino acid phosphorylation

0.000345
0.000721

0.000637
3.62E-07
0.000317

2.20E-06

0.000797

6.04E-05
0.000549
0.000971
0.00073

0.000468
0.000749
0.000683

3.66E-05
0.00078

0.000635
7.68E-05
0.000117
0.000434
0.000189

4.54E-05
0.000628
7.20E-05
0.000609
7.49E-05
0.000495
0.000406

0.000948
0.000964
0.00037

0.000553
0.000197
0.00061

0.000288
0.000786
0.000367
0.000914
0.000253
0.000497
0.000465
0.000296
0.00053

0.000911
0.000643
0.000856
0.00018

0.00077

0.000708
0.000859
0.00084

0.000837
0.000771
0.000321
0.000465

231
231

23
229
227

225

221
22

2.19
2.18
2.16
2.15
2.14

2.13
2.12
2.1

2.06
2.05
202
2.02

2.03
197
197
1.95
192
191
1.89

1.89
1.86
1.82
1.79
1.79
1.72
1.71
1.70
1.67
1.67
1.66
1.66
1.66
1.64
1.64
1.62
1.57
1.56
1.56
1.52
1.51
1.5
-1.54
-1.55
-1.59
-1.6
-1.69




