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Type VIII collagen
723aa, 145 G-X-Y repeats

MSSLPVLLFLSLFHFVVLTHINGGAFYGHKQHPQPYQPKQHHQHLGKGNGGFPQQ
QYLGKEVPYMQYPHYRKEVPQMPTLKGQTIPSGVEGGLQGEPCPAGPBGPAGPEG

PPGHCEBGPSCQPGPEGPPGIRGVORIGLPGL PGKPG VNGEACPQEGEMGPREDEC
PTEQRGPQGPRGPPELRGL GREGAQGL PGQLGPKGERGHKGFPGL PGLAGPKGDK
c1oiB8qB c KB crrEidcrrETPc rlBGING APEPG P KEDR G YPEETGQP
EaPcEDGRPGPPEIRG1 GRBGQNGT PEAPGMPEEKG GLPGRBGLPGLGRE
GEBcrrEDRCIIGPEGLPGPRGDKEHGGLPGME GSPELNGPPEPEGLMEPPGSIGE
BosKEEDGDAGPRGLDGARGDQGLEGLPGDNGLPGDEGEPGPRGSPGVIGPKGEY
cPKGSLoMSEPPGAPEPRcQsBIPCEVEPQcPKEIBCRNGATCPIGPEGSQEPRGD
TerPEPBc1ABNGERGVPEPIcAPGREGSPETAGQPEABGPPGPEGPPGYBGFSPEL
AGVLSEMGPGLDGVKAGSYAKKSKYGENGAEVMGVSGLEMPAFTAIVITPFPPVG
SPVIFDKLLYNGRQNYDPQTGIFTCDVPGIYYFAYHIHCKGTNVWVALIRNNEPVMY
TYDEYKKGFLDQASGSAVLPLQAGDTVHIMLPSDQASGLYAGQYVHSSFTGYLLYP
M

Figure S1.
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Type Il collagen
1,493aa, 360 G-X-Y repeats

MFSLVDSRTVLLLVASQVVLLSVVRCQEDDVNLQDAGACIQDEQQYYNKDVWKPE
PCRICVCDSGAVLCDEIICEEIKECPNPVIPSGECCPICPADASAPIGSEMVLLQKQTQ

RHVVEQVVGPKGPRGPMEPPGEQGPRGEAGARGD

EEGKPGTDGPPGPQGLAGSRGIVGLPG
QRGERGFBGLPGPSGEPGRAGAPGGSGDRGPPGPVEPBGLTGPAGEPGREGTRGS
DGPPGRDGATGIRGERGNTGPAGAPGAPGAPGAPGPYGPLGRQGDRGENGAQGPA
GPPGPAGARGMA GPQGPR GDKGEAGESGERGQKGHRGF TGLQGLPGPPGPAGDS

GPAGPAGPSGAKGPPGPVGPAGKDGNNGQAGPIGPPGPRGRSGETGPAGPPGNEG
PPEPEGPPBPGIDLSAFAGLGQTEKSPDPLRYMRADEASNSLRQHDVEVDSTLESL

NSQIENMRSPDGTQKNPARTCRDLKLCHPEWKSGDFWIDPNLGCTADAIKVFCNM
ETGETCVYPRISKVPKENWWSSKSKNLKHIWFGETISGGFHFSYGQDGPIPNSANT

QLNFLRLLSTEASQNLTYHCKNSIAYMDQATGNLKKALVLQGSNDVEIRAEGNSRF
TYSVMEDGCKRHSGRWSNTVFEYKTMETSRLPIVDIAPMDIGGADQEFGVDIGPVC
FL

Comparison of type VIl collagen with type Il collagen. The Gly-X-Y (G-X-Y) motifs are highlighted with green and yellow. Breaks consisting of

two amino acids within Gly-X-Y repeats in type VIl collagen are indicated in purple.
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Figure S2.  Construction of a transgenic line expressing Pychyur,-Venus. (A) Schematic structures of the insert in the fosmid vector GOIWFno430_o13 and
the construct, which was microinjected info one cell-stage embryos to create a transgenic line expressing Venus under the control of the brachyury promoter
(Pbrachyury-Venus). (B) Microscopic and fluorescence microscopic analysis of WT medaka expressing Puachyury-Venus at 6 dpf. Bar, 250 pm.
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Figure S3. Effect of overexpression of BBF2H7(N) on transcription in HCT116 cells. Quantitative RT-PCR analysis of expression levels of genes involved
in the formation of enlarged COPII vesicles relative to the expression level of GAPDH in human HCT116 cells 24 h after transfection (+) of plasmid to
express human BBF2H7(N) (n = 3). Each value in the absence (~) of BBF2H7(N) transfection is set to 1. Data presented are means + SD. *, P < 0.05;
**, P<0.01; ***, P <0.001.
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Figure S4. Effect of overexpression of human BBF2H7(N) on WT and mutant promoters of medaka Sec23a and Tango 1 genes. A reporter luciferase assay
was performed with (+) or without (=) microinjection of 50 ng/pl human BBF2H7(N) mRNA, as described in the Luciferase assay section of the Materials
and methods. Data presented are means + SD.
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Table S1.  Sequences of primers used for quantitative RT-PCR

Gene name Direction Primer sequence
olSec23a Fw 5'-TGCCGAGATACATCGACACG-3’

Rv 5'-GGTCTGTGACGGGTTGACTT-3’
olSec24d Fw 5'-GACAGCTCTTGGTGGAGGAC-3’

Rv 5'-GCCTGATCTCTCTGTGGACG-3’
olSec13 Fw 5'-TCACTGGGAACATTCTCGCC-3’

Rv 5'-CACTGACCCTCCATCGACTC-3’
olSec31a Fw 5'-ACGACAAACTGAGGGAGCAG-3’

Rv 5'-CCTCGATGCTCCTGGTGATG-3'
olSec31b Fw 5'-CAGGAAAACGTTTGGGGCAC-3’

Rv 5'-CTCGTGGAGTCCATTCAGGA-3’
olTangol Fw 5'-CAAAAGTCCCAAAAAGAACTGG-3’

Rv 5'-GCCAGAAGCTGGGACAGA-3’
olcTage5 Fw 5'-GCAAGACTCTCCCCCAGAG-3'

Rv 5'-CTCCGCTGTGCTCCATCT-3’
olSedlin Fw 5'-ACGAGTGGTTTGTCTCAGCT-3’

Rv 5'-AATGCCATCTTCCTGTCGCA-3’
olCUL3a-1 Fw 5'-AATATTCCCCCATCGCCACG-3’

Rv 5'-TTGTCTCCCACTGTGCTTAC-3’
olCUL3a-2 Fw 5'-CTTCCAAACTGCACAGGGTC-3'

Rv 5'-TCTGGTCTCCTTCCGCTCAG-3’
olKLHL12 Fw 5'-GGGCGACTTTATGCCATTGC-3’

Rv 5'-CCAGGAGTCAACAACTGGGT-3’
olPEF1 Fw 5'-CAATGACGAGACCTGCCTCA-3’

Rv 5’-CCGAGAAGCCGTACAAGTCT-3’
olALG2 Fw 5'-CCATTGACTGGCTGGAGGAG-3’

Rv 5'-AGATGCCTGCAGTGAACTGG-3’
olSLY1 Fw 5'-GCTGCAGCGAACTCTTCAAC-3’

Rv 5'-GAGGTGCTGAAGGTCTCGTT-3’
olSTX5 Fw 5'-TGGCACACATGGTCAAGGAG-3’

Rv 5'-GCAGCCTCCACGTTTAGTTG-3’
olSTX17 Fw 5'-ACAGCCTCAACCAATGTGGA-3"

Rv 5'-CAGCACCGCCAACTTGTAG-3’
olSTX18 Fw 5'-AGGTTGGTCAGTGAGATGAGC-3’

Rv 5'-GTCGTGAAATCTCCACCACCT-3’
olRab10 Fw 5'-GCCAACATCAACATCGAGAA-3’

Rv 5'-ACTGTTGGGCTCTTTTACGG-3"
olhsp47 Fw 5'-TCCCTCCCCAAAGTCTCTGT-3"

Rv 5'-ATTTGTCCACAGCCTCGGTT-3"
olCol2al-1 Fw 5'-CAGCCAGGTGTCATGGGATTC-3’

Rv 5'-CTGGTGAGAAAGGACTTCTTGGAG-3’
olCol2al-2 Fw 5'-AGGTGCTCCTGGAAAGGATG-3’

Rv 5'-CTGGACCTAACGGTGCCAAG-3’
olpp-actin Fw 5'-CGGTATCCATGAGACCACCT-3"

Rv 5'-AGCACAGTGTTGGCGTACAG-3’
hsSec23a Fw 5'-TCCTCCTTTCAAAAGTCAACCCT-3’

Rv 5'-TGTAAGAATAGGTGCTCCAGACT-3’
hsSec24d Fw 5'-TGGGTATTATCCAACAAAAGAGGC-3’

Rv 5'-CCATTTCTGGTTGTTCTCGCTG-3’
hsTango1 Fw 5'-CTCAGCTCTGCGGACCTTTT-3"

Rv 5'-TTAAGCCTAGTGGTGGACGC-3'
hsSedlin Fw 5'-CAACGAGTGGTTTGTGTCGG-3"

Rv 5'-TCTTCTTGTCTTATGTCATGAAGCA-3’
hsSec13 Fw 5'-CTGGTCCATCACAGCCAACA-3’

Rv 5'-CCACTGCCCATCAACTGACT -3’
hsSec31a Fw 5'-TGATGCCAGCAAACGTTTGG-3'

Rv 5'-ACCACTGGTGATTGTTGGTGA-3’
hsKLHL12 Fw 5'-CGGGGGAGACTCTATGCAAT-3"

Rv 5'-AGCTGTCGATGATAGGGTCA-3’
hsGAPDH Fw 5'-GACCCCTTCATTGACCTCAA-3’

Rv 5'-TTGACGGTGCCATGGAATT-3’

Fw, forward; Ry, reverse.
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