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Figure S1.  Amino acid sequences of Xenopus laevis EpCAMa and b pseudoalleles and alignement with EpCAMs of representative vertebrate species.
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Figure S2.  Structure–function analysis of EpCAM. (A) Diagram of the EpCAM constructs used in this study. The transmembrane (TM) and cytoplasmic (Ctail) 
domains and the 6xmyc tag, but not the extracellular domain (ECD), are presented on scale. (B) C-terminally myc-tagged EpCAM has the same tissue-mixing 
activity as wild-type EpCAM. (C) The mixing activity resides in specific residues of the cytoplasmic tail proximal to the transmembrane domain.
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Figure S3.  Epiboly rescue experiments using the following PKC inhibitors. ChelCl, chelerythrine chloride; Calph, calphostin C; 20–28, PKC-20-28; Gö, 
Gö6976; Ro32, Ro32-0432; dnPKC-, dominant-negative PKC-; PKC-i, PKC- inhibitor; PKC-i, inhibitor of atypical PKCs.
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Figure S4.  Selected frames from live time-lapse movies of BCRs expressing membrane GFP. Every second frame is shown (12-min time interval). Numbers: 
examples of cells with long-lived protrusions (arrows) or short-lived protrusions (small arrowheads indicate the beginning and the end, large arrowheads 
the peak of protrusion extension). Note that large extensions often appear to be constituted of two or more parts that behaved independently (thin and large 
arrows in the last column [EpCAM mRNA]). In those cases, each part was scored as separate protrusions.


