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Table S1. Strains used in this study

Name Description Genotype Source

PPY12 WT his4 arg4 Gould et al., 1992
GS115 WT his4 Cregg et al., 1985
R8 atg11 GS115 atg11::zeocinr his4 Kim et al., 2001
R12 atg1 GS115 atg1::zeocinr his4 Strømhaug et al., 2001
R19 atg9 GS115 atg9::zeocinr his4 Strømhaug et al., 2001
SEW1 pex3 PPY12 pex3::ARG4 his4 arg4 Wiemer et al., 1996
SMD1163 pep4/prB1 pep4 prB1 his4 Tuttle and Dunn, 1995
SRRM184 acb1 PPY12 acb1:: geneticinr his4 arg4 This study
SRRM192 grh1 PPY12 grh1:: geneticinr his4 arg4 This study
SRDM006 atg6 PPY12 atg6:: geneticinr his4 arg4 Lab stock
SJCF257 atg8 PPY12 atg8::Geneticinr his4 arg4 Farré et al., 2008
SJCF929 atg17 PPY12 atg17::Geneticinr his4 arg4 Nazarko et al., 2009
Pdg3D atg26 GS200 atg26::ARG4 his4 arg4 Stasyk et al., 2003
SJCF44 atg30 PPY12 atg30::zeocinr his4 arg4 Farré et al., 2008
WDY53 vac8 PPF1vac8::zeocin r arg4 his4 Chang et al., 2005
SRDM050 vam7 PPY12 vam7::zeocinr his4 arg4 Lab stock
SRDM122 vps17 PPY12 vps17:: geneticinr his4 arg4 Lab stock
SRRM197 ypt7 PPY12 ypt7:: geneticinr his4 arg4 This study
PPY115 pex5 PPY12 pex5::ARG4 his4 arg4 McCollum et al., 1993
Lab stock pex7 PPY12 pex7::ARG4 his4 arg4 Elgersma et al., 1998
JC121 pex8 GS200 pex8::ARG4 his4 arg4 Liu et al., 1995
SMY278 pex11 PPY12 pex11::zeocinr his4 arg4 Yan et al., 2008
SSEB3 pex20 PPY12 pex20:: geneticinr his4 arg4 Leon et al., 2006
STK10 pox1 PPY12 pox1::zeocinr his4 arg4 Koller et al., 1999
Lab Stock pot1 PPY12 fox3::ARG4 his4 arg4 Elgersma et al., 1998
SRRM199 faa2 PPY12 faa2:: geneticinr his4 arg4 This study
SRRM167 spo14 PPY12 spo14::zeocinr his4 arg4 This study

WT, wild type. Superscript r indicates resistant.
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