
Table S1. Increased gene transcripts from HU133A  
Prote in degradation                           7 Increase Vesicle  trafficking                             6 Increase
26S subunit , non-AT Pase, 8 (PSM D8)   Coatomer p rotein comp lex, subunit  &ep silon; (COPE)
   T issue inhibitor of metallop roteinase 3 (T IM P3)    RAB31, member RAS oncogene family  (RAB31)
   Ly sosomal-associated membrane p rotein 1 (LAM P1)    Small GT P-binding p rotein rab22b
   Ly sosomal-associated membrane p rotein 2 (LAM P2)    Centaurin-&alp ha;2 p rotein 
   Ubiquit in carboxy l-terminal esterase L3    Caveolin 1, caveolae p rotein, 22 kD (CAV1)
   Serp inB5    Adap tor-related p rotein comp lex 1, &sigma;2 subunit  
   &beta;-site APP-cleaving enzy me 2 (BACE2) Kinases/phosphodiesterase               3 Increase
Chaperones                                         3 Increase    Serum-inducible kinase (SNK)
   Heat  shock 27 kD p rotein 3 (HSPB3)    Phosp hodiesterase 2A, cGM P-stimulated (PDE2A)
   Heat  shock 27 kD p rotein family , member 7 (HSPB7)    Ribosomal p rotein S6 kinase, 70 kD, p oly p ep tide 2
   Heat  shock 70 kD p rotein 2 (HSPA2) Cytoske le tal prote ins                          6 Increase
S ignaling molecules                           4 Increase   Cap p ing p rotein (actin filament), gelsolin-like (CAPG)
   IRS-2   Ep idermal growth factor recep tor p athway  substrate 8
   SH3BGRL3-like p rotein (SH3BGRL3)    T ubulin, &beta; p oly p ep tide (T UBB)
   S100 calcium-binding p rotein P (S100P)    Cy tokeratin 8 
   st rat ifin    Kerat in 17 (KRT 17)
Transcription factors/cofactors          4 Increase    T rop omodulin 3 (ubiquitous) (T M OD3)
   Z inc finger DAZ  interacting p rotein 1 (DZ IP1) Channel/receptors/ion pumps              3 Increase
   Krup p el-like factor 4 (gut)    FXYD domain-containing ion transp ort  regulator 5
   BarH-like homeobox 1 (BARX1)    KCNN4
   High mobility  group  AT -hook 2 (HM GA2), mRNA    Chloride intracellular channel 3 (CLIC3)
ECM and adhesion prote ins              4 Increase Metaboll ic prote ins                              7 Increase
   collagen, ty p e IV, &alp ha;6    N icotinamide N -methy ltransferase (NNM T )
   Podocaly xin-like (PODXL)    Cy tidine deaminase (CDA)
   Galect in 3    Pig12 (PIG12)
   Protocadherin 17 (PCDH17)    Liver-ty p e alkaline p hosp hatase (EC 3.1.3.1).
Nuclear prote ins/scaffold prote ins      1 Increase    hluPGFS
   Kary op herin (imp ortin) &beta;3    A lany l (membrane) aminop ep tidase
Hypothetical  prote ins                           8  Increase    CGI-58 p rotein /NOSIP

 

The genes required for clearance are listed in Fig. 2. The genes whose knockdown led to cell death are 
shown in gray. 
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