
1

T
able SI: Y

east strains used in this study

Strain
N

am
e

O
ther

N
am

e
D

escriptive N
am

e
R

elevant G
enotype

D
erivation

yC
S101

W
303

W
303

M
ata/alpha; leu2-3,112/leu2-3,112; his3-11,15/his3-11,15; trp1-1/trp1-1; can1-

100/can1-100; ade2-1/ade2-1; ura3-1/ura3-1
(T

hom
as and R

othstein,
1989)

yC
S348

C
FP-M

lp1p
W

303, M
ata, eC

F
P

i-M
L

P
1

G
enom

ic tagging; this
study

yC
S436

Y
FP-M

lp2p
W

303, M
atalpha, eY

F
P

ii-M
L

P
2

G
enom

ic tagging; this
study

yC
S437

Y
FP-M

lp2p
W

303, M
ata, eY

F
P

-M
L

P
2

G
enom

ic tagging; this
study

yC
S464

C
FP-M

lp1p, Y
FP-

M
lp2p

W
303, M

atalpha, eC
F

P
-M

L
P

1, Y
F

P
-M

L
P

2
Segregant of m

ating
yC

S348 w
ith yC

S346; this
study

yC
S465

C
FP-M

lp1p, Y
FP-

M
lp2p

W
303, M

ata; eC
F

P
-M

L
P

1, Y
F

P
-M

L
P

2
Segregant of m

ating
yC

S348 w
ith yC

S346; this
study

yC
S469

C
F

P
-M

lp1p, Y
F

P
-

M
lp2p

W
303, M

ata/M
atalpha, eC

F
P

-M
lp1/eC

F
P

-M
lp1, Y

F
P

-M
L

P
2/Y

F
P

-M
L

P
2

M
ating yC

S464 w
ith

yC
S465; this study

yC
S108

yC
SD

C
15

M
lp1p-P

rA
W

303, M
ata, M

L
P

1-P
rA

(H
IS2, U

R
A

3)
(Stram

bio-de-C
astillia et

al., 1999)

yC
S115

yC
SD

C
18

M
lp2p-P

rA
W

303, M
ata, M

L
P

2-P
rA

(H
IS2, U

R
A

3)
(Stram

bio-de-C
astillia et

al., 1999)

yC
S327

Z
pr1-P

rA
W

303, M
ata, Z

P
R

1-P
rA

(T
R

P
1, H

IS2)
G

. G
reco, generous gift

yM
N

173
M

lp1p-M
Y

C
W

303, M
atalpha, M

L
P

1-M
Y

C
(T

R
P

1)
G

enom
ic tagging and

m
ating type sw

itch; this
study



2

yM
N

179
M

lp2p-M
Y

C
W

303, M
atalpha, M

L
P

2-M
Y

C
(T

R
P

1)
G

enom
ic tagging and

m
ating type sw

itch; this
study

yM
N

290
1141

P
rA

-Spc110p
M

ata, spc110::L
E

U
2, T

R
P

1::P
rA

-SP
C

110
J. K

ilm
artin, generous gift

yM
N

331
M

lp1p-M
Y

C
, P

rA
-

Spc110p
M

atalpha, M
L

P
1-M

Y
C

 (T
R

P
1), spc110::L

E
U

2, T
R

P
1::P

rA
-Spc110

Segregant of m
ating

yM
N

290 w
ith yM

N
173;

this study

yM
N

332
M

lp2p-M
Y

C
, P

rA
-

Spc110p
M

atalpha, M
L

P
2-M

Y
C

(T
R

P
1), spc110::L

E
U

2, T
R

P
1:P

rA
-Spc110

Segregant of m
ating

yM
N

290 w
ith yM

N
179;

this study

yM
N

412
Spc42p-P

rA
W

303, M
ata, SP

C
42-P

rA
(H

IS5)
G

enom
ic tagging; this

study

yM
N

367
M

lp1p-M
Y

C
, Spc42p-

P
rA

W
303, M

ata, M
L

P
1-M

Y
C

(T
R

P
1), SP

C
42-P

rA
(H

IS5)
Segregant of m

ating of
yM

N
173 w

ith yM
N

412;
this study

yM
N

369
M

lp2p-M
Y

C
, Spc42p-

P
rA

W
303, M

ata, M
L

P
2-M

Y
C

(T
R

P
1), SP

C
42-P

rA
(H

IS5)
Segregant of m

ating of
yM

N
179 w

ith yM
N

412;
this study

yC
S135

yC
SD

C
09

 m
lp1, 

 m
lp2

W
303, M

atalpha, m
lp1::U

R
A

3, m
lp2::H

IS3
(Stram

bio-de-C
astillia et

al., 1999)

yC
S230

 m
lp1, 

 m
lp2

W
303,M

ata, m
lp1::ura3::T

R
P

1, m
lp2::his3::L

E
U

2
T

his study.

yC
S249

 m
lp1, 

 m
lp2

W
303, M

atalpha, m
lp1::ura3::T

R
P

1, m
lp2::his3::L

E
U

2
M

ating type sw
itch from

yC
S230

yM
N

291
IA

Y
18

w
ild type, Spc42p-

G
F

P
K

699, M
ata, spc42::L

E
U

2, T
R

P
1::SP

C
42-G

F
P

3x
(A

dam
s and K

ilm
artin,

1999)

yM
N

292
 m

lp1, 
Spc42p-G

F
P

spc42::L
E

U
2, T

R
P

1::SP
C

42-G
F

P
3x, m

lp1::U
R

A
3

Segregant of m
ating yC

S135
w

ith yM
N

291; this study

yM
N

293
 m

lp2, 
Spc42p-G

F
P

spc42::L
E

U
2, T

R
P

1::SP
C

42-G
F

P
3x, m

lp2::H
IS2

Segregant of m
ating

yC
S135 w

ith yM
N

291; this
study
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yC
S276

A
FS475

w
ild type, G

F
P

-T
ub1p

W
303, M

ata, his3::G
F

P
-T

U
B

1(H
IS3)

A
. F. Straight, generous

gift

yC
S278

 m
lp1, 

G
F

P
-T

ub1p
W

303, M
ata, m

lp1::T
R

P
1, G

F
P

-T
U

B
1(H

IS3)
Segregant of m

ating of
yC

S276 w
ithyC

S249; this
study

yC
S280

 m
lp2, 

G
F

P
-T

ub1p
W

303, M
ata, m

lp2:L
E

U
2, G

F
P

-T
U

B
1(H

IS3)
Segregant of m

ating of
yC

S276 and yC
S249; this

study

yC
S251

 m
lp2 

hom
ozygous

diploid
W

303, M
ata/M

atalpha, m
lp2::H

IS3/m
lp2::K

A
N

M
X

6 /pR
S316 (U

R
A

3)
T

his study

yM
N

435
G

A
L

::M
lp1p-PrA

W
303, M

ata, K
anM

X
6-G

A
L

1,10-M
L

P
1-P

rA
(H

IS2-U
R

A
3)

G
enom

ic tagging; this
study

yM
N

437
G

A
L

::M
lp2p-PrA

W
303, M

ata, K
anM

X
6-G

A
L

1,10-M
L

P
2-P

rA
(H

IS2-U
R

A
3)

G
enom

ic tagging; this
study

yM
N

443
PrA

-Spc110p/pH
S29-

SPC
110

W
303, M

atalpha, spc110::L
E

U
2, T

R
P

1::P
rA

-SP
C

110/ pH
S29-SP

C
110(U

R
A

3)
yM

N
290 transform

ed w
ith

pH
S29; this study

yM
N

444
PrA

-Spc110p/pH
S38-

spc110C
911R

W
303, M

atalpha, spc110::L
E

U
2, T

R
P

1::P
rA

-SP
C

110/ pH
S38-

spc110C
911R

(U
R

A
3)

yM
N

290 transform
ed w

ith
pH

S38; this study

yM
N

523
G

A
L

1-10::M
lp1p-P

rA
/ pH

S29-SP
C

110
W

303, M
ata, spc110::L

E
U

2, K
anM

X
6-G

A
L

1,10-M
L

P
1-P

rA
(H

IS2-U
R

A
3) /

pH
S29-SP

C
110(U

R
A

3)
Segregant of m

ating
yM

N
435 w

ith yM
N

443;
this study

yM
N

525
G

A
L

1-10::M
lp1p-P

rA
/  pH

S38-
spc110C

911R

W
303, M

atalpha, spc110::L
E

U
2, K

anM
X

6-G
A

L
1,10-M

L
P

1-P
rA

(H
IS2-U

R
A

3) /
pH

S38-spc110C
911R

(U
R

A
3)

Segregant of m
ating

yM
N

435 w
ith yM

N
444;

this study

yM
N

439
pH

S29-SP
C

110
W

303, M
at a, spc110::L

E
U

2 /
pH

S29-SP
C

110(U
R

A
3)

Segregant of m
ating

yM
N

437 w
ith yM

N
443;

this study

yM
N

440
G

A
L

1-10::M
lp2p-P

rA
/pH

S29-SP
C

110
W

303, M
at a, spc110::L

E
U

2, K
anM

X
6-G

A
L

1,10-M
L

P
2-P

rA
(H

IS2-U
R

A
3)/

pH
S29-SP

C
110(U

R
A

3)
Segregant of m

ating
yM

N
437 w

ith yM
N

443;
this study

yM
N

441
pH

S38-spc110C
911R

W
303, M

atalpha, spc110::L
E

U
2 /

pH
S38-spc110C

911R
(U

R
A

3)
Segregant of m

ating
yM

N
437 w

ith yM
N

444;
this study
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yM
N

442
G

A
L

1-10::M
lp2p-P

rA
/pH

S38-spc110C
911R

W
303, M

atalpha, spc110::L
E

U
2, K

anM
X

6-G
A

L
1,10-M

L
P

2-P
rA

(H
IS2-U

R
A

3)/
pH

S38-spc110C
911R

(U
R

A
3)

Segregant of m
ating

yM
N

437 w
ith yM

N
444;

this study

yM
N

326
SL

J941
Spc42p-C

FP
V

.2567, M
ata, SP

C
42-C

F
P

 (K
an), ade2-1oc, ade3 100, can1-100, his3-11,15,

leu13,112, ura3-1
S. L

. Jaspersen and M
.

W
iney, generous gift

yC
S439

Spc42p-C
FP

V
.2567, M

atalpha, SP
C

42-C
F

P
(K

an)
M

ating type sw
itch from

yM
N

326; this study

yC
S241

M
lp1p-Y

FP
W

303, M
atalpha, M

L
P

1-eY
F

P
(K

L
U

R
A

3
iii)

T
his study

yC
S444

M
lp1p-Y

F
P

, Spc42p-
C

F
P

M
ata, M

L
P

1-eY
F

P
(K

L
U

R
A

3), SP
C

42-C
F

P
(K

an)
Segregant of m

ating
yC

S241 w
ith yM

N
326; this

study

yC
S450

Y
F

P
-M

lp2p, Spc42p-
C

F
P

M
ata, eY

F
P

-M
L

P
2, SP

C
42-C

F
P

(K
an)

Segregant of m
ating

yC
S437 w

ith yC
S439; this

study

yC
S452

Y
F

P
-M

lp2p/pD
sR

ed-
N

op1
W

303, M
atalpha, Y

F
P

-M
L

P
2/ pR

S314-D
sR

ed
iv-N

op1(T
R

P
1)

yC
S436 transform

ed w
ith

pR
S314-D

sR
ed-N

op1; this
study

yC
S476

Y
F

P
-M

lp2p/pN
up49-

C
F

P
W

303, M
atalpha, Y

F
P

-M
L

P
2/ pY

X
242N

U
P

49C
F

P
(L

E
U

2)
yC

S436 transform
ed w

ith
pY

X
N

U
P49-C

FP; this
study

yM
N

426
H

SY
57-20A

spc110-226
C

R
Y

1, M
ata, spc110-226, ade2-1oc, ade3 , can1-100, his3-11,15, leu13,112,

trp1-1, ura3-1
(Sundberg and D

avis, 1997)

yM
N

420
JG

Y
44-2A

cm
d1-1

W
303, M

ata, cm
d1-1, ade2-1oc, ade3 , can1-100, his3-11,15, leu13,112, trp1-

1, ura3-1
(D

avis, 1992)

yM
N

428
JG

Y
41

cm
d1-3

W
303, M

ata, cm
d1-3, ade2-1oc, ade3 , can1-100, his3-11,15, leu13,112, trp1-

1, ura3-1
(G

eiser et al., 1991)

yM
N

415
E

SM
527-1

spc29-2
Y

P
H

499, M
ata, spc29-2, ade2-110oc, his3 200,15, 

leu2 1, 
lys2-801am

,
trp1 63, 

ura3-52
(E

lliott et al., 1999)

yM
N

416
E

SM
528-1

spc29-3
Y

P
H

499, M
atalpha, spc29-3, ade2-110oc, his3 200,15, 

leu2 1, 
lys2-801am

,
trp1 63, 

ura3-52
(E

lliott et al., 1999)

yM
N

465
spc110-226, m

lp1 ,
m

lp2  
heterozygous

diploid

M
ata/alpha; spc110-226/ SPC

110; m
lp1::U

R
A

3/ M
L

P1; m
lp2::H

IS3/ M
L

P2;
ade2-1oc/ ade2-1; ade3 / A

D
E

3; can1-100/ can1-100; leu2-3,112/ leu2-3,112;
his3-11,15/ his3-11,15; trp1-1/ trp1-1; ura3-1/  ura3-1

Segregant of m
ating of

yM
N

426 w
ith yC

S135; this
study

yM
N

461
cm

d1-1, m
lp1 , 

m
lp2 

heterozygous diploid
M

ata/alpha; cm
d1-1/ C

M
D

1; m
lp1::U

R
A

3/ M
L

P1; m
lp2::H

IS3/ M
L

P2; ade2-1/
ade2-1; leu2-3,112/ l eu2-3,112; his3-11,15/ his3-11,15; trp1-1 / trp1-1; can1-
100/ can1-100; ura3-1/  ura3-1

M
ating of yM

N
420 w

ith
yC

S135; this study

yM
N

468
cm

d1-3, m
lp1 , 

m
lp2 

heterozygous diploid
M

ata/alpha; cm
d1-3/ C

M
D

1; m
lp1::U

R
A

3/ M
L

P1; m
lp2::H

IS3/ M
L

P2;  ade2-1
/ ade2-1; leu2-3,112/ l eu2-3,112; his3-11,15 / his3-11,15; trp1-1 / trp1-1; can1-
100 / can1-100; ura3-1/  ura3-1

M
ating of yM

N
428 w

ith
yC

S135; this study
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yM
N

469
spc29-2, m

lp1 , 
m

lp2 
heterozygous diploid

M
ata/ M

atalpha; spc29-2/ SPC
29; m

lp1::U
R

A
3/ M

L
P1; m

lp2::H
IS3/ M

L
P2;

ade2-110oc/ ade2-1; can1-100 / can1-100; his3 200/ his3-11,15; leu2 1/ leu2-
3,112; lys2-801am

/ L
Y

S
1; trp1 63/ trp1-1; ura3-52/  ura3-1

M
ating of yM

N
415 w

ith
yC

S135; this study

yM
N

472
spc29-3, m

lp1 , 
m

lp2 
heterozygous diploid

M
ata/ M

atalpha; spc29-3/ SPC
29; m

lp1::U
R

A
3/ M

L
P1; m

lp2::H
IS3/ M

L
P2;

ade2-110oc/ ade2-1; can1-100 / can1-100; his3 200/ his3-11,15; leu2 1/ leu2-
3,112; lys2-801am

/ L
Y

S
1; trp1 63/ trp1-1; ura3-52/  ura3-1

M
ating of yM

N
416 w

ith
yC

S230; this study

                                                  
i E

nhanced cyan fluoresecent protein, B
D

 B
iosciences-C

lonetech
ii E

nhanced yellow
 fluorescent protein, B

D
 B

iosciences-C
lonetech

iii U
R

A
3 gene from

 K
luyverom

yces lactis
iv E

nhanced red fluorescent protein form
 D

iscosom
a, B

D
 B

iosciences-C
lonetech

SU
P

P
L

E
M

E
N

T
A

L
 R

E
F

E
R

E
N

C
E

S

A
dam

s, I.R
., and J.V

. K
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) com
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 duplication in Saccharom
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cerevisiae. J C
ell B

iol. 145:809-823.

D
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 tem
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odulin m
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E
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