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M A - - - - - - - - - X X R V X - - - - - - - - - - - N X X V T X X S L - - - - Majority
------------------+-------------------+-------------------+-------------------+-

10 20 30 40
------------------+-------------------+-------------------+-------------------+-

1 M A - - - - - - - - - T S R A H - - - - - - - - - - - N V T V T H N S L V - - - CG15306
1 M - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CG18190
1 M L H K L Q P S A I R L K R V F K E P K S H Y E C V Q N M K L L Q K S L L K Q G CG2955
1 M A - - - - - - - - - V N - V Y - - - - - - - - - - - S T N V T S E N L - - - - Dm EB1

- - - - - - - - - - - - - - - - - - - - - - Q W - - - - - S R H D M L X W V N X Majority
------------------+-------------------+-------------------+-------------------+-

50 60 70 80
------------------+-------------------+-------------------+-------------------+-

18 - - - - - - - - - - - - - - - - - - - - - - Q W - - - - - S R G D I L D W F N E CG15306
2 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - S R H D M L Q W V N N CG18190
41 V E K Q I P I Q R L V S R G N S E S L E F A Q W F K A F Y D H N H Q L L W P E K CG2955
16 - - - - - - - - - - - - - - - - - - - - - - - - - - - - - S R H D M L A W V N D Dm EB1

T L Q X X - - L X K I E E L C T G A A Y C Q X M X M L F - P N C I N L K R V K F Majority
------------------+-------------------+-------------------+-------------------+-

90 100 110 120
------------------+-------------------+-------------------+-------------------+-

31 T L Q C N - - L I N I E Q L C T G A A Y C N L M H M L Y - P K L I N L K R V K F CG15306
13 M V H G H - - F K K I E E L C S G A A Y C Q M M E M I F - P N C I N L K R V K M CG18190
81 T E D A P K P L E K F D E - - K P D S F V D T G K C R Y G A R C S H R L D S T V CG2955
27 C L Q S Q - - F S K I E E L C T G A A Y C Q F M D M L F - P N S V P V K R V K F Dm EB1

X S N L E H E Y X X N F K X L Q K A F N K X X V D K X X P V D K L I K G R F Q D Majority
------------------+-------------------+-------------------+-------------------+-

130 140 150 160
------------------+-------------------+-------------------+-------------------+-

68 F S N Q E Y E Y V N N F K E L Q K A F N K V N V S L P A E V N D L I K G H R V E CG15306
50 T A K L E H E Y L H N L R L F Q E A F N R L K L D K T V P I D R L I K G R F Q D CG18190
119 S S R H S N Q S G K N F E N Y Q K - - K K T T T T G S N S V G K S E N H R K D D CG2955
64 R T N L E H E Y I Q N F K I L Q A G F K K M S V D K I I P I D K L V K G R F Q D Dm EB1

N F E F L Q W - - - - - - - - - - - - - F K K F F - - - - - - - - - - - - - - - Majority
------------------+-------------------+-------------------+-------------------+-

170 180 190 200
------------------+-------------------+-------------------+-------------------+-

108 N F K F A V W - - - - - - - - - - - - - F R H F F - - - - - - - - - - - - - - - CG15306
90 N F E F L Q W - - - - - - - - - - - - - F K K F F - - - - - - - - - - - - - - - CG18190
157 S T K H P L W G S L E D F D G Y T P E V F N K T Y R A A K K Y K I V K S R F I R CG2955
104 N F E F L Q W - - - - - - - - - - - - - F K K F F - - - - - - - - - - - - - - - Dm EB1

- - - - - - - - - - - - - - - - - - D S N X X G X - - A X Y - - - - D A X X A R Majority
------------------+-------------------+-------------------+-------------------+-

210 220 230 240
------------------+-------------------+-------------------+-------------------+-

120 - - - - - - - - - - - - - - - - - - N V N H T K D K C A G Y - - - - D A L V A R CG15306
102 - - - - - - - - - - - - - - - - - - D S Q A P G L - - - E - - - - - - - - - - - CG18190
197 K H T K R S N K P R N S K T V R I A K S E N Q K S E S A P F I D D P D I V L A T CG2955
116 - - - - - - - - - - - - - - - - - - D A N Y D G R - - - D Y - - - - D A S A V R Dm EB1

E X X X X G X G S X X X T S L X X X X X X G V K X X X X R G - - - - - - X X A T Majority
------------------+-------------------+-------------------+-------------------+-

250 260 270 280
------------------+-------------------+-------------------+-------------------+-

138 D H Q N I G I G S S K L T T K D R F R L V K V K T T A I R G - - - - - - K V A T CG15306
110 - - - - - - - - - - N I K S L A N A P - - - - - - - - - - - - - - - - - - - - - CG18190
237 E V L A S G L D E P R T T Q T Y M I N V P G V K L G F K P N L F Q Y P E I I E D CG2955
131 E G A P M G F G S G A V K S L P G T A A S G V S S S Y R R G - - - - - - P S A T Dm EB1
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X X X X L A S X - - - - - - - - - - - - - - - - - - L - T - - - - - K P X S X X Majority
------------------+-------------------+-------------------+-------------------+-

290 300 310 320
------------------+-------------------+-------------------+-------------------+-

172 C Q A T I N S S - - - - - - - - - - - - - - - - - - L C T G K A N Q D E D S Q H CG15306
119 - - - - L A K P - - - - - - - - - - - - - - - - - - I - - - - - - - K P - - R Q CG18190
277 Y H T I L A K K C L L F L D D V H V S F H L D L G E L S T L T H D I H R T E T D CG2955
165 T R P A M T S A - - - - - - - - - - - - - - - - - - V - - - - - - - K P I S K V Dm EB1

L X K - D E - - - - - - - - - E X S P X X - A S X X X X C X X X X X X X X X X D Majority
------------------+-------------------+-------------------+-------------------+-

330 340 350 360
------------------+-------------------+-------------------+-------------------+-

194 T D K K D E D S R D Q G S Q Y E D S P G M - D S Q Y K D C R D Q D S Q Y E D S H CG15306
128 F A K - - - - - - - - - - - - E R S P V N - A - - - - - - - - - - - - - - - - - CG18190
317 L K K S D E E R V S L I A E L D S S P D E W S S T W Q S T Y E N A L P I D V I D CG2955
180 L P R - - - - - - - - - - - - T N N A A P - A S R I N A C A N S T G T V K K N D Dm EB1

X K X S X N X D X X X E X S N - - D X X X M X X X X E D I E X X X X Q I - - - - Majority
------------------+-------------------+-------------------+-------------------+-

370 380 390 400
------------------+-------------------+-------------------+-------------------+-

233 G K D S Q Y K D C R D Q G S Q Y E D S H G M D S Q Y E D S R D Q D S Q Y E D S P CG15306
138 - - - - - N D D A L K E L I D - - E M K N L S L K R E D I M E A S N Q I - - - - CG18190
357 F K E Q H L Q Q N Q S N N C N C A D I T V A G E L P Q S I E I D L K K I D P E E CG2955
207 V S N S V N N Q Q I E E M S N - - Q V M D M R I N L E G L E K E R D F Y - - - - Dm EB1

- - - - - Y S K L R L X E X L X X D X X X X X X X X K L C X - - - - - - - - - - Majority
------------------+-------------------+-------------------+-------------------+-

410 420 430 440
------------------+-------------------+-------------------+-------------------+-

273 G M D S Q Y K D S R D Q D S Q Y E D S H G K D S Q Y K D C - - - - - - - - - - - CG15306
167 - - - - - Y N K L R L V E D L V N D M I N N N Q L V E L C K - - - - - - - - - - CG18190
397 T S R C K N S N G P L L G K R L D R P L P R T R P F K L R R T F G F H E E K S V CG2955
241 - - - - - F S K L R D I E I L C Q E A - D D A E A H P I I Q - - - - - - - - - - Dm EB1

K I Q X X L Y X T X X G - D - - - - X S X D E X C - - - X X X D X X G F X X E D Majority
------------------+-------------------+-------------------+-------------------+-

450 460 470 480
------------------+-------------------+-------------------+-------------------+-

302 R D Q G S Q Y E D S H G M D S Q Y K D S R D Q G C - - - Q Y E D S H G K D S E D CG15306
192 R I Q A V L Y K T I D G - - - - - - E I N E E P V - - - E V N E D N G D E G A E CG18190
437 K I K S F K Y S I K K L V D E S P P N S S D E E C F S D D F P D V S H F N K E M CG2955
265 K I L D I L Y A T - - - - - - - - - - - - - - - - - - - - - - - E D G F A P P D Dm EB1

D A X P X D X - - D I - - - - - - L Q R X Y - - - - - - - - - - - - - - - - - - Majority
------------------+-------------------+-------------------+-------------------+-

490 500 510 520
------------------+-------------------+-------------------+-------------------+-

339 E D S Q Y E D S Q D I H - - - M V L Q R D H CG15306
223 H A D P N D G - - - - - - - - - - - - - L Y CG18190
477 D A K I V S I W K D I Y N V I K I L Q R I E Q N W Y R S K I N E S R T T F K H W CG2955
282 D A P P E D E - - - - - - - - - - - - - E Y Dm EB1

- - - - - Majority
----------

----------
357 CG15306
231 CG18190
517 K M N T D CG2955
290 Dm EB1

Figure S1. An alignment of the predicted amino acid sequences for the Drosophila EB1 family
members. Consensus residues are shown at the top of each row and are labeled "Majority."
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